

Tab. S1 The primer sequence of NO target gene and the appropriate qRT-PCR annealing temperature
	Gene
	Full names of gene
	Primer sequences（5’-3’）
	   Tm/℃

	CYP94A1
	cytochrome P450 94B3
	F:AACCATCTCTCGTCGCTTAAC
R:AAGGTTTGTGGTGGAGGTATC
	59.4

	CSU2
	Hepatocellular carcinoma-associated antigen 59
	F:ACTGGAAGTTCTGCTCCTAAAG
R:CTTCAACCATCACAGCAGTTTC
	58.3

	NIA
	nitrate reductase [NADH]-like 
	F:GGGACCAGTATACGCAAAGAA
R:ATCAGGAGACAAACGCTCAC
	58.3

	GAPDH
（reference genes）
	Glyceraldehyde-3-phosphate dehydrogenase
	F:GGGCTGAATTCGTTGTTGAG
R:CTTGGGGCTGAGATGATGAC
	58.3




Tab. S2 The primer sequence of ROS target gene and the appropriate qRT-PCR annealing temperature
	Gene
	Full names of gene
	Primer sequences（5’-3’）
	Tm/℃

	RBOHJ
	Respiratory burst oxidase 
	F:GACTACTTGAGCGTCCACATAC
R:CTCTGAAGACGTCCCATTCTTG
	58.3

	GSTU8
	Probable glutathione S-transferase 
	F:AGGAATCCAGACGAGATTGTTC
R:TGGATAGGAAGACGGTCAGATA
	56.3

	GPX6
	Probable phospholipid hydroperoxide glutathione peroxidase isoform X1 
	F:GGAGCCAGGAAGTAATGAAGAG
R:GAACTTGTAGATCGGAGCAGTC
	58.3

	APX3
	L-ascorbate peroxidase 3 
	F:GGAACTTGGGATCCTCCAATAA
R:CGATGGTCCTTGGACTAAAGAG
	59.4

	SODA
	Superoxide dismutase [Mn]
	F:ACGAAGAGCCATGACAGATTAG
R:CTCTCTCTGATCTCCGTCATTTC
	59.4

	CAT1
	Catalase domain-containing protein/Catalase-rel domain-containing protein 
	F:TTCCATGTGCCTGTAGTCTTG
R:GGAGAACTGGAGGATTGTTGAT
	59.4

	DHAR2
	Glutathione S-transferase DHAR2
	F:TTTCAGGAGGTGAATCCAGAAG
R:GTGTAGGGTGTTTCTCCTCAAG
	59.4

	GSH2
	Glutathione synthetase, chloroplastic isoform X1 
	F:GCGAGCTTCACAGGAACTTA
R:CAAACCGATCAACAGAAGGATTG
	58.3
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