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Table S1. Summary of the cultivated and wild ginseng samples of different growth years. 
	
	Groups
	Locations
	Growing years 
	Tissue 
	Numbers

	cultivated ginseng




cultivated ginseng




	YNJY_R
	Jingyu county,
Jilin Province
	1


	root
	2

	
	YNJY_S
	
	
	stem
	3

	
	YNJY_L
	
	
	leaf
	3

	
	JYSH_R
	
	6


	root
	2

	
	JYSH_S
	
	
	stem
	2

	
	JYSH_L
	
	
	leaf
	2

	
	TSBT_R
	Taishang Town, Jilin Province



	6


	root
	2

	
	TSBT_S
	
	
	stem
	3

	
	TSBT_L
	
	
	leaf
	3

	
	PHQH_R
	
	>15

	root
	2

	
	PHQH_S
	
	
	stem
	3

	
	PHQH_L
	
	
	leaf
	3

	wild ginseng




	YONE_R
	Korean Autonomous County of Changbai, 
Jilin Province



	1


	root
	1

	
	YONE_S
	
	
	stem
	1

	
	YONE_L
	
	
	leaf
	1

	
	YSWD_R
	
	20

	root
	2

	
	YSWD_S
	
	
	stem
	2

	
	YSWD_L
	
	
	leaf
	2
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Figure S1. The heatmap of Pearson correlation coefficients (PCCs) among biological replicates of each sample. (A), YNJY; (B), JYSH; (C), TSBT; (D), PHQH; (E), YSWD. r2 represents Pearson correlation value. R: root, S: stem, L, leaf.


[image: ]
Figure S2. Determination of the soft-thresholding power in the weighted gene co-expression network analysis (WGCNA) in the training set. (A), YNJY_vs_JYSH; (B), TSBT_vs_PHQH; (C), YONE_vs_YSWD.


[image: ]Figure S3. Co-expression network analysis across three groups. The correlation coefficients between different modules and traits are showed in a matrix. Each cell contains a corresponding correlation and p-value. (A), YNJY_vs_JYSH; (B), TSBT_vs_PHQH; (C), YONE_vs_YSWD.
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Figure S4. PCR verification on gene expression levels between RNA-seq analyses and qRT-PCR assays.
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