


Table 1. The related information of of ATG genes in M. truncatula.
	[bookmark: _GoBack]Gene name
	Locus ID
	Lenth (aa)
	MW (kDa)
	PI
	Subcellular localization
	Chromosome location

	MtATG1a
	MTR8g024100
	696
	77.38
	5.69
	Nuclear
	chr8:8817813..8824200

	MtATG1b
	MTR4g019410
	737
	82.03
	7.13
	Nuclear
	chr4:6057862..6065974

	MtATG1t
	MTR3g095620
	290
	32.87
	7.09
	Extracellular
	chr3:43689826..43692334

	MtATG2
	MTR4g086370
	1975
	216.66
	5.07
	Nuclear
	chr4:33827078..33844760

	MtATG3
	MTR4g036265
	310
	35.27
	4.5
	Cytoplasmic
	chr4:13052245..13057301

	MtATG4
	MTR7g081230
	487
	53.82
	5.04
	Chloroplast
	chr7:30993699..30998401

	MtATG5
	MTR5g076920
	361
	41.14
	4.31
	Nuclear
	chr5:32806624..32813118

	MtATG6
	MTR3g018770
	509
	58.07
	6.45
	Nuclear
	chr3:5165817..5174556

	MtATG7
	MTR0003s0540
	698
	76.88
	5.38
	Plasma Membrane
	scaffold0003:305855..310747

	MtATG8a
	MTR2g023430
	120
	13.72
	9.3
	Mitochondrial
	chr2:8277496..8280062

	MtATG8b
	MTR4g037225
	120
	14.13
	7.82
	Nuclear
	chr4:13715664..13717673

	MtATG8c
	MTR4g048510
	120
	13.89
	9.29
	Cytoplasmic
	chr4:17207135..17210565

	MtATG8d
	MTR2g088230
	108
	12.37
	7.51
	Cytoplasmic
	chr2:37163050..37165680

	MtATG8e
	MTR4g101090
	122
	14.06
	8.76
	Cytoplasmic
	chr4:41752327..41755124

	MtATG8f
	MTR1g086310
	121
	14.10
	8.18
	Cytoplasmic
	chr1:38625116..38626309

	MtATG8g
	MTR4g123760
	118
	13.82
	9.74
	Nuclear
	chr4:51007802..51010377

	MtATG8h
	MTR7g096540
	62
	7.09
	9.1
	Extracellular
	chr7:38739985..38740615

	MtATG9a
	MTR7g096680
	893
	103.32
	6.56
	Plasma Membrane
	chr7:38799346..38805558

	MtATG9b
	MTR1g070160
	866
	99.95
	6.7
	Plasma Membrane
	chr1:30830518..30837261

	MtATG10
	MTR8g010140
	235
	27.01
	4.77
	Extracellular
	chr8:2577226..2579513

	MtATG11
	MTR4g130370
	1154
	129.95
	5.9
	Nuclear
	chr4:54307709..54314660

	MtATG12
	MTR8g020500
	124
	10.59
	9.07
	Plasma Membrane
	chr8:7198686..7202464

	MtATG13a
	MTR5g068710
	584
	65.58
	9.42
	Nuclear
	chr5:29098584..29102600

	MtATG13b
	MTR3g095570
	633
	70.29
	8.72
	Nuclear
	chr3:43671041..43677624

	MtATG13c
	MTR8g093050
	583
	65.62
	8.73
	Nuclear
	chr8:38885014..38889871

	MtATG16a
	MTR3g075400
	509
	55.88
	6.65
	Nuclear
	chr3:34315394..34318708

	MtATG16b
	MTR4g104380
	514
	56.74
	6.21
	Nuclear
	chr4:43185561..43189052

	MtATG16c
	MTR4g007500
	364
	40.66
	4.66
	Nuclear
	chr4:1115999..1117649

	MtATG18a
	MTR1g083230
	385
	42.67
	7.83
	Plasma Membrane
	chr1:37037962..37041428

	MtATG18b
	MTR4g130190
	372
	40.38
	7.64
	Plasma Membrane
	chr4:54209571..54215694

	MtATG18c
	MTR7g108520
	418
	45.73
	7.44
	Plasma Membrane
	chr7:44206217..44209925

	MtATG18d
	MTR1g088855
	354
	39.70
	9.2
	Plasma Membrane
	chr1:39776324..39778721

	MtATG18e
	MTR3g093590
	415
	46.14
	7.95
	Plasma Membrane
	chr3:42763022..42768303

	MtATG18f
	MTR2g082770
	901
	98.20
	6.87
	Nuclear
	chr2:34727900..34734357

	MtATG18g
	MTR1g089110
	967
	105.32
	6.11
	Nuclear
	chr1:40103141..40108943

	MtATG18h
	MTR1g082300
	913
	99.63
	5.95
	Nuclear
	chr1:36587909..36596198

	MtATG101
	MTR8g079240
	218
	25.48
	6.43
	Cytoplasmic
	chr8:33765931..33771318

	MtVPS15
	MTR6g088835
	1536
	171.92
	6.9
	Plasma Membrane
	chr6:33989403..33999113

	MtVPS34
	MTR5g034120
	808
	92.65
	6.47
	Cytoplasmic
	chr5:14747697..14758501






