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Abstract
This work presents the synthesis of a range of amide heterocyclic thiols, including 1,3,4-oxadiazoles (8a-d), triazoles (9a-e), thiazoles (10a-e), and
imidazoles (11a-c). These versatile structures have become fundamental building blocks, exhibiting a wide variety of significant biological activities. The
synthesized heterocyclic thiols were treated with bromoketones derived from amino acids to produce thio-methylene ketones embedded with amino acids.
The compounds were then subjected to in silico studies, revealing that compound 8c demonstrated the highest binding affinity of -10.6 kcal/mol for
Escherichia coli Topoisomerase IV, while 8b interacted most strongly with, exhibiting a binding affinity of -10.2 kcal/mol for Aspergillus niger. All the
synthesized compounds were characterized using NMR and mass spectrometry.

1. Introduction
Microwave-assisted synthesis (MAS) is a modern technique that leverages microwave radiation to facilitate chemical reactions. This method is known for
several advantages over traditional heating approaches1. Specifically, MAS typically results in higher product yields, allowing for more efficient synthesis
processes. Additionally, it often provides greater selectivity, enabling chemists to target specific products while minimizing by-products. This enhanced
control is largely due to the uniform heating produced by microwaves, which can lead to more consistent reaction environments. Moreover, MAS usually
operates under milder reaction conditions compared to conventional heating methods. This can be particularly beneficial for sensitive compounds that might
decompose or degrade under extreme temperatures2,3. The shortened reaction times associated with MAS further streamline the synthesis process,
allowing for quicker experimentation and development of new materials or compounds. Overall, these characteristics make microwave-assisted synthesis a
compelling alternative for researchers looking to optimize their chemical reactions. Furthermore, it is regarded as a highly effective strategy within the realm
of green and sustainable chemistry, primarily because of its environmentally friendly characteristics. This approach emphasizes reducing harmful
environmental impacts while promoting safer, eco-conscious practices in chemical processes.

Heterocycles represent a fundamental classification in organic chemistry, playing a crucial role both physiologically and industrially due to their structural
components4,5. Their significance arises from their diverse applications and the pivotal role they serve in various chemical processes and interactions6.
Recent studies have highlighted the significant role of heterocyclic ring structures in a wide range of physiologically active compounds. These unique
molecular frameworks are prevalent in natural products such as alkaloids, carbohydrates and amino acids, and they also serve as the backbone for many
synthetic pharmaceuticals7,8 The diverse chemical properties and biological activities associated with these heterocycles make them essential in drug
design and development. Their distinctive behaviour in biochemical interactions enhances their effectiveness in treating various diseases, underscoring their
importance in medicinal chemistry and pharmacology9,10. A comprehensive analysis of the most prominent pharmacophores reveals that nitrogen-based
heterocycles are predominant within the realm of biologically significant small molecules. These versatile structures have become fundamental frameworks
for a wide variety of compounds, each demonstrating a range of notable biological activities11,12. N-heterocycles are not only essential in the field of
medicinal chemistry but also serve a critical role across multiple pharmacological disciplines, rendering them indispensable for the development of novel
therapeutic agents. Their distinct properties and capacity to interact with biological targets continue to stimulate advancements in drug discovery
initiatives13,14.

The development of pharmaceutically significant molecules involves the exploration of a diverse array of heterocyclic systems, which are crucial in medicinal
chemistry due to their varied biological activities15,16. Among these heterocycles, thiols, pyridines, triazoles, oxadiazoles, and thiazoles have emerged as
particularly important derivatives17. Thiols are known for their antioxidant activity and in enzyme function, while pyridines often serve as key components in
many drug structures due to their ability to interact with biological targets18,19. Triazoles have gained attention for their broad-spectrum antimicrobial

properties20,21, and oxadiazoles have shown promising anti-inflammatory applications22,23. Additionally, thiazole derivatives contribute to the development of
agents with anticancer potential24,25. Collectively, these compounds illustrate the significance of heterocyclic chemistry in enhancing the efficacy and safety
of therapeutic agents, making them indispensable in the quest for new medications26.

Clonidine is an antihypertensive that manages high blood pressure by stimulating alpha-2 adrenergic receptors in the brain and reducing norepinephrine
release27. Ataluren, known as translarna, treats Duchenne Muscular Dystrophy (DMD) in patients with nonsense mutations28. Rufinamide is an
anticonvulsant used as adjunctive therapy for seizures in Lennox-Gastaut syndrome29. Fenadiazole, a hypnotic and sedative, promotes relaxation by
enhancing certain neurotransmitters30. Fentiazac is a nonsteroidal anti-inflammatory drug (NSAID) that alleviates pain and inflammation by inhibiting

cyclooxygenase (COX) enzymes31. Azomycin is an antibiotic that treats respiratory infections by inhibiting bacterial protein synthesis32. Clomethiazole is a
potent sedative-hypnotic and anticonvulsant medication specifically designed to assist individuals experiencing acute alcohol withdrawal. It plays a crucial
role in alleviating the distressing symptoms associated with this condition, such as severe agitation and insomnia, particularly among older adults33.
Carboxyamidotriazole (CAI) is an investigational drug with anti-cancer and anti-inflammatory properties, acting through the inhibition of non-voltage-operated
calcium channels34. Febuxostat manages hyperuricemia, characterized by high uric acid levels35 shown in Fig. 1.

Recent studies have highlighted the potential of 1,2,3-triazolequinazolinone36 hybrids and piperazine derivatives specifically modified with 5(6)-substituted-
(1H-benzimidazol-2-ylthio)-acetic acids. These compounds have demonstrated promising α-glucosidase inhibitory activity, indicating their potential use in
managing disorders related to glucose metabolism. Notably, certain derivatives of pyrimidobenzimidazole and dioxino benzimidazothiazol-9-ones have been
identified for their anti-inflammatory and analgesic properties, suggesting their applicability in pain management and inflammation-related conditions37. 4-
Phenyl/cyclohexyl-5-(1-phenoxyethyl)-3-[N-(2-thiazolyl)acetamido]thio-4H-1,2,4-triazole derivatives show antimicrobial activities against Candida albicans,
Candida glabrata, Escherichia coli, Staphylococcus aureus and Pseudomonas aeruginosa38. 2-Mercaptobenzothiazole shows antifungal activity against
Aspergillus niger. 1,3,4-Oxadiazoles shows A549 human lung carcinoma and NIH/3T3 mouse embryo fibroblast cell lines. In this context, we synthesized
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different heterocycle conjugates like thiazole, imidazole, pyridyl oxadiazole and triazole treated with amino acid derived bromoketones to obtain heterocycle
conjugates of amino acid derived S-linked thio-methylene ketones.

2. Experimental

2.1. Synthesis of Nα-Fmoc/Cbz-amino acid derived bromoketones
N α -Fmoc/Cbz-amino acid diazoketones were synthesized by treating an amino acid (1.0 eq, 0.0029 mmol) with TEA (1.5 eq, 0.0043 mmol) and ECF (1.2 eq,
0.0043 mmol) at -20°C, using THF as the solvent to form a mixed anhydride. After 20 min, to the mixed anhydride, diazomethane in ether was added,
generated using NMU (2.0 eq, 0.0087 mmol) as the precursor, as presented in Scheme 1. The progress of the reaction was monitored by TLC. After the
completion of the reaction, the solvent was evaporated using a rotatory evaporator and the diazoketones (1) were purified through column chromatography.
Finally, the obtained diazoketones (2) were treated with 45% aq. HBr (1.5 eq, 0.0067 mmol) in THF as the solvent at room temperature. The reaction was
monitored through TLC. Once the reaction is completed, the solvent is evaporated using a rotatory evaporator. The crude was extracted into ethyl acetate (30
mL) and washed with water (10 mL), followed by brine (10 mL) and the organic layer was dried over anhy. Na2SO4, purified through column chromatography
to obtain pure bromoketones (3) with 90% yield.

2.2. Synthesis of amino acid-derived heterocycle conjugates thiomethylene ketones
Heterocycle conjugates of amino acid derived thiomethylene ketones (v) were synthesized by taking bromoketones (3) (1.0 eq) with various heterocyclic
conjugates (4–7) (1.0 eq) in the presence of TEA (1.0 eq) and ethanol as a solvent using a microwave synthesizer in a reaction time of 2–8 min, as shown in
Scheme 2. The progress of the reaction was monitored by TLC. Upon completion of the reaction, the solvent was evaporated using a rotatory evaporator and
the product was purified through column chromatography. The resulting product was characterized using NMR and mass spectroscopy.

3. Results and discussion

3.1. Retrosynthetic route
We initiated the synthesis of thiomethylene ketones, guided by a comprehensive retrosynthetic analysis shown in Scheme 3. The careful selection of starting
materials and reaction conditions is essential to optimize the efficiency and yield of the desired heterocycle conjugates of amino acid derived thio methylene
ketones. A key reactant for synthesizing 5-(pyridin-2-yl)-1,3,4-oxadiazole-2-thiol (4) is derived from the reaction of picolinohydrazide with carbon disulfide
(CS2). This picolinohydrazide is produced from picolinoyl chloride. The secondary reactant is an Nα-protected amino acid-derived bromoketone (3), obtained
from the corresponding diazoketone (2). The synthetic pathway leading to benzo imidazole methylene ketones begins with the preparation of an important
intermediate, 1H-benzo[d]imidazole-2-thiol (5). This intermediate is derived from the reaction of benzene-1,2-diamine and CS2, a compound that serves as the
fundamental building block in this synthesis. The retro synthetic pathway for benzo thiazole methylene ketones begins with the preparation of an
intermediate of 1H-benzo[d]thiazole-2-thiol (6) and CS2. This intermediate is derived from the reaction of 2-aminobenzenethiol. The retro synthetic pathway

for triazolo methylene ketones (7) begins with the preparation of an intermediate of 2-formylhydrazine-1-carbothioamide. This intermediate is derived from
the reaction of thiosemicarbazide.

We developed the protocol for the synthesis of thiomethylene ketones by identifying the suitable conditions. In view of that, we conducted experiments using
a variety of bases and solvents in order to explore a diverse range of substrates and establish standardized reaction conditions shown in (Scheme 4,
Table 1). This systematic approach allowed for a comprehensive analysis of how different combinations of bases, protic and aprotic solvents influence the
reaction outcomes, thereby enhancing our understanding of the underlying mechanisms and broadening the applicability of the reactions across various
chemical contexts. Initially, we started with the polar aprotic solvent THF with diisopropylethylamine (DIPEA) as base, which yielded a low percentage of yield
at room temperature (Table 1, entry 1). Following that, we experimented with 4-dimethylaminopyridine (DMAP) as the base in dichloromethane (DCM);
however, this combination resulted in a significantly 15% yield than anticipated (Table 1, entry 2). In our quest to optimize the reaction, we then tried with
nucleophilic base triethylamine in the presence of THF as the solvent (Table 1, entry 3). To our interest, this adjustment led to an observable improvement in
32% yield. Encouraged by these results, we proceeded with polar protic solvent Methanol with TEA (Table 1, entry 4). Remarkably, we achieved a yield of 48%.
We then shifted to microwave-assisted synthesis, beginning with a trial using DMAP in DMF as a solvent (Table 1, entry 6). In this initial attempt, we achieved
a noteworthy yield of 72%, which indicated that we were on the right track. Building on this encouraging result, we decided to further investigate the
effectiveness of another polar protic solvent, ethanol (EtOH). For this test, we paired ethanol with triethylamine (TEA), a strong nucleophilic base known for
its ability to facilitate reactions (Table 1, entry 7). To our satisfaction, this combination produced the highest yield we had recorded so far, reaching an
impressive 95%. This significant improvement highlighted the potential of optimizing both the solvent and the base in microwave-assisted reactions. Based
on the optimized condition, we synthesised different derivatives of amino acid derived thio methylene ketones using different heterocycle conjugates shown
in Table 2.
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Table 1
Optimization for the synthesis of heterocycle conjugates of amino

acid derived thio methylene ketones.
Entry Bases Solvent Time (min)   Yield (%)

1 DIPEA THF 120 min rt 20

2 DMAP DCM 100 min rt 15

3 TEA THF 80 min reflux 32

4 TEA MeOH 60 min reflux 48

5 DIPEA ACN 30 min µW 85

6 DMAP DMF 26 min µW 72

7 TEA EtOH 2–8 min µW 95

8 DIPEA Dioxane 10 min µW 84

9 DIPEA EtOH 15 min µW 78

Table 2 Heterocycle conjugates of amino acid derived thio methylene ketones.

3.2 Mechanism
The proposed mechanism for the formation of heterocyclic conjugates of amino acid derived thiomethylene ketones is depicted in Scheme 5. In this
reaction, the nucleophilic thiol donates a proton to triethylamine, leading to the formation of a thiolate intermediate. This thiolate intermediate is then poised
to attack the electrophilic methylene group of a bromoketone. In this step, bromine acts as a leaving group, enabling the nucleophilic substitution reaction to
proceed. As a result, an S-alkyl bond is newly generated between bromoketone and thiol.

3.2. Ligand Preparation
The synthesized compounds of the chemical structures were initially drawn in two-dimensional (2D) format utilising the ACD/ChemSketch v12.0. The
structures of the synthesized compounds, along with the reference compounds Streptomycin and Fluconazole, were retrieved and verified from the PubChem
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database. The 2D structures were subsequently converted into three-dimensional (3D) structures in PDB format using BIOVIA Discovery Studio Visualizer.
These optimized 3D structures were employed for molecular docking studies. Prior to docking, ligand preparation was performed utilizing AutoDock 4.2,
where rotatable bonds were assigned, torsional degrees of freedom were defined, polar hydrogen atoms were added, and non-polar hydrogens were merged
with the corresponding carbon atoms. Finally, all ligand structures were converted into the PDBQT format required for molecular docking analysis.

3.3. Protein preparation
Protein targets selected for molecular docking included Escherichia coli Topoisomerase IV (PDB ID: 1D6M) for assessing antibacterial activity and Aspergillus
niger EstA (PDB ID: 1UKC) for evaluating antifungal activity. The 3D crystal structures of both proteins were retrieved from the RCSB Protein Data Bank (PDB)
and imported into BIOVIA Discovery Studio Visualizer for preparation. During protein preparation, water molecules, co-crystallized ligands, and other non-
essential heteroatoms were removed, and the cleaned protein structures were saved in PDB format for subsequent docking studies. The molecular docking
was performed using AutoDock Vina 4.2. to predict the binding interactions between the synthesized compounds and the selected protein targets. The
proteins were prepared by adding polar hydrogen atoms and assigning appropriate charges. The protein – ligand interactions were evaluated based on
binding affinity (kcal/mol), hydrogen-bond formation, interacting amino acid residues, and bond lengths. The docking poses were ranked according to their
binding energies, with lower binding energy indicating stronger binding affinity. The stability and reliability of the predicted binding conformations were
assessed using the root mean square deviation (RMSD) values obtained during the docking process39.

3.4. Drug likeness properties of compounds
The physicochemical properties of the synthesized ligands were evaluated using molecular descriptors including molecular weight (MW), LogP, LogS,
hydrogen bond acceptors (nHA), hydrogen bond donors (nHD), topological polar surface area (TPSA), and rotatable bonds (nRot). The molecular weights
ranged from 371.45 to 581.57 Da, with most compounds falling close to the acceptable range for drug-like molecules. The LogP values (2.62–7.83) indicated
that most ligands possessed moderate to high lipophilicity, while the LogS values (-10.23 to 0.93) suggested generally low aqueous solubility. The number of
hydrogen bond acceptors and donors ranged from 3–15 and 0–14, respectively, reflecting variations in hydrogen-bonding potential among the compounds
(Table 3). TPSA values ranged from 69.06 to 331.43 Å², with Ligands (8a-10c) exhibiting values favorable for membrane permeability. The number of
rotatable bonds (8–12) suggested moderate molecular flexibility across the ligand series. Overall, Ligands 9c-11c exhibited a balanced physicochemical
profile with favorable molecular weight, polarity, and flexibility, indicating good drug-like characteristics for further molecular docking and biological
evaluation.

Table 3
Physicochemical properties of synthesized compounds

Compound MW LogP LogS nHA nHD TPSA nRot

8a 398.44 2.62 -5.05 7 1 132.51 10

8b 474.53 4.21 -5.14 7 1 132.51 12

8c 528.62 5.56 -8.10 7 1 132.51 12

8d 514.60 5.20 -7.73 7 1 132.51 11

9a 501.64 6.91 -8.92 3 3 104.76 11

9b 371.45 3.97 -5.87 3 3 104.76 9

9c 485.60 6.33 -8.32 3 3 104.76 11

10a 516.67 7.56 -9.95 4 1 121.83 11

10b 462.58 6.21 -8.55 4 1 121.83 11

10c 502.65 7.20 -9.58 4 1 121.83 10

10d 550.69 7.83 -10.23 4 1 121.83 11

11a 452.57 4.22 -6.39 5 3 117.12 11

11b 436.53 3.64 -5.79 5 3 117.12 11

11c 486.59 4.49 -6.67 5 3 117.12 11

Streptomycin 581.57 7.17 0.93 15 14 331.43 11

Fluconazole 531.43 4.34 -5.51 5 0 69.06 8

MW: Molecular Weight, LogP: Logarithm of Partition Coefficient (measure of lipophilicity), LogS: Logarithm of Solubility (measure of aqueous solubility),
LogD: Logarithm of Distribution Coefficient (measure of lipophilicity at a specific pH), nHA: Number of Hydrogen Bond Acceptors, nHD: Number of Hydrogen
Bond Donors, TPSA: Topological Polar Surface Area (measure of polar surface area), nRot: Number of Rotatable Bonds (measure of molecular flexibility).

The synthesized ligands exhibited favorable ADME characteristics with acceptable pharmacokinetic profiles. Most compounds complied with Lipinski's rule
of five and demonstrated a bioavailability score of 0.55, indicating good potential for oral administration. Several ligands, particularly Ligands 9c, 10b, 11a-
11c, also satisfied additional drug-likeness filters, including Ghose, Veber, Egan, and Muegge criteria. The compounds showed moderate lipophilicity and
appropriate molecular polarity, with TPSA values supporting membrane permeability in most cases (Table 4). High gastrointestinal absorption was predicted
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for Ligands 9a, 9c, 10b, 11a-11c, and 16, suggesting favorable intestinal uptake. None of the ligands, except Ligand 16, were predicted to cross the blood–
brain barrier, indicating reduced potential for central nervous system exposure. In addition, Ligands 8b, 10a & 10b were identified as non-substrates of P-
glycoprotein, which may enhance their intracellular retention and therapeutic efficacy.

Table 4
ADME parameters of Absorption, Distribution, Metabolism, Excretion (ADMET) properties of the metabolites from Swiss ADME w

ADME
Parameters

8a 8b 8c 8d 9a 9b 9c 10a 10b 10

c

10d 11a 11b 11c

Fraction
Csp3

0.21 0.16 0.28 0.25 0.31 0.26 0.21 0.28 0.16 0.25 0.16 0.38 0.26 0.22

Consensus
Log Po/w

2.33 3.66 4.89 4.55 5.15 2.58 4.75 6.51 5.29 6.17 6.82 3.44 3.04 3.76

Log S (ESOL) -3.75 -5.14 -6.28 -6.04 -6.95 -4.39 -6.49 -7.51 -6.38 -7.28 -7.97 -4.86 -4.40 -5.3

Molar
Refractivity

102.45 126.93 145.16 140.35 152.31 109.60 147.03 147.25 129.03 142.44 157.31 138.36 133.08 148

Lipinski Yes Yes Yes Yes Yes Yes Yes No Yes Yes No Yes Yes Yes

Ghose Yes Yes No No No Yes No No Yes No No No No No

Veber Yes No No No No Yes No No No Yes No No No No

Egan No No No No Yes Yes Yes No Yes No No Yes Yes Yes

Muegge Yes Yes No No No Yes No No No No No Yes Yes Yes

Bioavailability
Score

0.55 0.55 0.55 0.55 0.55 0.55 0.55 0.17 0.55 0.55 0.17 0.55 0.55 0.55

Leadlikeness No No No No No No No No No No No No No No

Synthetic
accessibility

3.89 4.23 4.99 4.62 5.02 3.94 4.76 4.48 3.97 4.37 4.54 4.97 4.88 5.03

TPSA (Å²) 132.51
Å²

132.51
Å²

132.51
Å²

132.51
Å²

104.76
Å²

104.76
Å²

104.76
Å²

121.83
Å²

121.83
Å²

121.83
Å²

121.83
Å²

117.12
Å²

117.12
Å²

117
Å²

GI absorption High Low Low Low High High High Low Low Low Low High High High

BBB
permeant

No No No No No No No No No No No No No No

Log Kp (skin
permeation)
(cm/s)

-6.87
cm/s

-6.21
cm/s

-5.58
cm/s

-5.75
cm/s

-4.45
cm/s

-5.75
cm/s

-4.77
cm/s

-4.08
cm/s

-4.71
cm/s

-4.25
cm/s

-4.10
cm/s

-6.06
cm/s

-6.38
cm/s

-6.0
cm/

P-gp
substrate

No No Yes Yes Yes Yes Yes Yes Yes Yes No Yes Yes Yes

3.5. Docking analysis
Molecular docking was performed using AutoDock 4.2 to evaluate the binding affinity of the synthesized compounds against Escherichia coli Topoisomerase
IV and Aspergillus niger EstA. The prepared protein and ligand structures were converted into PDBQT format by adding polar hydrogen atoms, assigning
Kollman charges to the protein and Gasteiger charges to the ligands, and defining rotatable bonds. Grid maps were generated using AutoGrid 4.2 by defining
a grid box of 40 × 40 × 40 points with a grid spacing of 0.619 Å, centered at x = 29.803, y = 50.105, and z = 53.067, to encompass the active site residues.
Docking simulations were performed using the Lamarckian Genetic Algorithm (LGA) with an exhaustiveness/search parameter of 10. The docked
conformations were ranked based on their binding energies (kcal/mol), and the best binding poses were selected according to the lowest binding energy and
acceptable root mean square deviation (RMSD) values. The protein–ligand interactions, including hydrogen bonds, hydrophobic interactions, and interacting
amino acid residues, were analyzed and visualized using BIOVIA Discovery Studio Visualizer40–42.

3.5.1. Protein_1 Escherichia coli Topoisomerase IV
The molecular docking analysis revealed that all ligands exhibited strong binding affinities toward the target protein (Escherichia coli Topoisomerase IV), with
docking scores ranging from − 9.0 to -10.6 kcal/mol. 8c showed the highest binding affinity (-10.6 kcal/mol), followed by 8d, 9a and 10d (-10.5 kcal/mol),
indicating superior binding stability (Table 5 & Fig. 3). The reference compound, Streptomycin, displayed a binding affinity of -10.2 kcal/mol, which was
comparable to several test ligands but lower than 8c, 8d, 9a and 10d. Hydrogen bonds were the predominant interactions, accompanied by π–π stacking, π-
alkyl, π-sigma, π-anion, and π-sulfur interactions that enhanced complex stability. Key active-site residues, particularly Arg245, Arg220, Tyr44, Glu41, Val43,
His243, and Lys225, were repeatedly involved in ligand binding, highlighting their importance in molecular recognition. The docking results suggest that
several test ligands exhibited binding affinities equal to or better than Streptomycin, with 8c emerging as the most promising candidate.
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Table 5
The binding affinity of synthesized compounds and streptomycin against Escherichia coli

Topoisomerase IV
Compound Type of bond Binding affinity (kcal/mol) Amino acid Bond length

(Å)

8a H Bond

Pi-Pi stacked

-9.0 Arg 245

His 243

3.07

5.06

8b Pi-sulfur

Pi-alkyl

-10.1 His 243

Val 360

5.89

5.04

8c H Bond

Pi-Sigma

-10.2 Arg 245

Glu 58

3.16

3.69

8d H Bond

H Bond

Pi-alkyl

-10.5 Arg 220

Lys 225

Pro 227

3.10

3.10

4.94

9a H Bond

Pi-Pi stacked

-10.5 Arg 245

His 243

4.19

5.04

9b H Bond

H Bond

H Bond

Pi-Pi stacked

-9.4 Arg 245

Glu 41

Gly 230

His 243

3.28

2.39

3.01

5.22

10a H Bond

H Bond

Pi-Pi stacked

-10.5 Tyr 44

Arg 245

His 243

3.13

2.63

4.93

10b H Bond

H Bond

H Bond

Pi sigma

-10.1 Glu 41

Gly 230

Arg 245

Val 43

1.88

3.07

2.62

3.69

10c H Bond

Pi-Alkyl

Pi-Pi stacked

-10.6 Arg 245

Lys 225

Tyr 44

3.10

5.38

3.44

10d H Bond

H Bond

Pi anion

-10.3 Tyr 44

Arg 245

Glu 246

2.96

2.96

4.13

11a H Bond

H Bond

H Bond

H Bond

Pi-anion

-10.0 Arg 36

Glu 41

Val 43

Arg 220

Glu 212

3.22

2.23

3.35

2.99

4.11

11b H Bond

H Bond

H Bond

Pi-Sigma

-9.1 Ser 231

Lys 225

Asn 247

Val 43

3.40

3.09

3.39

5.40

11c H Bond

H Bond

H Bond

H Bond

-10.3 Arg 36

Arg 220

Glu 41

Val 43

3.15

2.91

2.67

4.97
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Compound Type of bond Binding affinity (kcal/mol) Amino acid Bond length

(Å)
Pi-alkyl Pro 227 4.88

Streptomycin H Bond

H Bond

Pi-anion

-10.2 Arg 245

His 42

Asp 89

3.28

2.52

1.85

3.5.2. Protein_2 Aspergillus niger EstA
The molecular docking analysis demonstrated that all ligands exhibited favorable binding affinities toward the target protein (Aspergillus niger EstA), ranging
from − 8.0 to -10.2 kcal/mol. 8b showed the strongest binding affinity (-10.2 kcal/mol), followed by 11c and 8d (-10.1 kcal/mol) and(-10.0 kcal/mol). The
reference drug, Fluconazole, exhibited a binding affinity of -9.1 kcal/mol, indicating that several test ligands displayed stronger binding than the standard
(Table 6 & Fig. 4). Hydrogen bonding was the predominant interaction, complemented by π–π stacking, π-sigma, π-sulfur, π-alkyl, π-anion, and π-cation
interactions, which contributed to the stability of the ligand - protein complexes. Frequently interacting residues included Asn20, Asn63, Gln200, Trp22,
Thr110, Tyr7, and Asp99, suggesting that these amino acids play crucial roles in ligand recognition and stabilization within the active site. The docking
results indicate that several ligands exhibited superior binding affinity compared to Fluconazole, with 8b emerging as the most promising candidate owing to
its highest binding affinity (-10.2 kcal/mol) and favorable interaction profile.
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Table 6
The binding affinity of synthesized compounds and streptomycin against Aspergillus niger

EstA
Compound Type of bond Binding affinity (kcal/mol) Amino acid Bond length

(Å)

8a H Bond

H Bond

H Bond

H Bond

Pi-Anion

-8.3 Asn 20

Asn 63

Ser 9

Gln 200

Asp 99

2.36

2.27

2.57

2.21

4.12

8b H Bond

H Bond

H Bond

Pi-Sulfur

-9.0 Asn 20

Asn63

Trp 22

Phe 101

2.20

2.27

4.01

5.19

8c H Bond

H Bond

H Bond

Pi-Cation

-9.7 Asn 63

Asn 198

Gln 200

Lys 70

2.33

2.61

2.37

4.86

8d H Bond

H Bond

H Bond

Pi-Anion

-10.0 Asn 20

Asn 63

Trp 22

Glu 204

2.57

2.20

2.70

3.93

9a H Bond

H Bond

H Bond

Pi-Alkyl

-9.7 Asn 63

Gln 200

Thr 110

Tyr 7

2.12

2.45

2.27

4.30

9b H Bond

H Bond

H Bond

H Bond

Pi-Pi T Shaped

-8.0 Asn 20

Asn 63

Gln 200

Ser 111

Trp 22

2.85

1.95

2.61

2.12

5.12

10a H Bond

H Bond

Pi-Sulfur

-9.8 Gln 200

Trp 22

Phe 101

2.45

2.78

5.30

10b H Bond

H Bond

H Bond

Pi-Pi Stacked

-8.8 Asn 63

Asn 20

Gln 200

Tyr 7

1.98

2.78

2.41

4.00

10c H Bond

H Bond

H Bond

H Bond

Pi-Pi Stacked

-9.9 Asn 20

Asn 63

Gln 200

Ser 9

Trp 22

2.67

2.13

2.23

2.94

4.10

10d H Bond

Pi-sigma

-10.2 Thr 151

Ile 130

2.51

3.72

11a H Bond -9.2 Asn 20 2.56
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Compound Type of bond Binding affinity (kcal/mol) Amino acid Bond length

(Å)
H Bond

H Bond

Pi-Pi Stacked

Asn 63

Gln 200

Trp 22

2.12

2.21

5.28

11b H Bond

H Bond

H Bond

H Bond

H Bond

Pi-Pi Stacked

-9.2 Asn 20

Asn 18

Asn 63

Gln 200

Thr 110

Trp 22

2.65

3.02

2.17

2.34

2.35

5.23

11c H Bond

H Bond

H Bond

H Bond

H Bond

Pi-Pi Stacked

-10.1 Asn 20

Asn 18

Asn 63

Gln 200

Thr 110

Tyr 7

2.59

3.05

2.16

2.31

2.13

5.27

Fluconazole H Bond

H Bond

Pi-Anion

-9.1 Asn 63

Gln 200

Asp 99

2.48

2.22

3.90

4. Conclusion
In summary, we synthesized a variety of heterocycle conjugate thiols, including 1,3,4-oxadiazole derivatives (8a-d), triazole derivatives (9a-e), thiazole
derivatives (10a-e), and imidazole derivatives (11a-c). These versatile structures serve as fundamental frameworks for a diverse array of compounds, each
exhibiting a range of significant biological activities. The heterocycle conjugate thiols were treated with amino acid-derived bromoketones to facilitate the
formation of amino acid-derived thio-methylene ketones. Subsequent in silico studies indicated that compound 8c demonstrated the highest binding affinity
of -10.6 kcal/mol for Escherichia coli Topoisomerase IV, while compound 8b exhibited a strong interaction, showing a binding affinity of -10.2 kcal/mol for
Aspergillus niger. All synthesized compounds were characterized using NMR and mass spectrometry techniques.
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Schemes 1 to 5 are available in the Supplementary Files section.

Figures

Figure 1

Drug moieties of different heterocycle conjugates.
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Figure 2

S-linked heterocyclic conjugates drug moieties.

Figure 3

The 2D and 3D structure complex of synthesized compounds and streptomycin against Escherichia coli Topoisomerase IV.
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Figure 4

The 2D and 3D structure complex of synthesized compounds and streptomycin against Aspergillus niger EstA.
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