Description of Brachybacterium manguinensis sp. nov., a novel species isolated from pharmaceutical production environment in Rio de Janeiro, Brazil

Antonie van Leeuwenhoek | Springer Nature Link

Nathalia Gonçalves Santos Caldeira1,2,∆, Juliana Nunes Ramos3,∆, Maria Luiza Soares de Souza1, Brena de Jesus Silva2, Rebeca Vitória da Silva Lage de Miranda3, Talita Bernardo Valadão3, Stephen James Forsythe4, Bruno Vicente5, Victor Midlej5, Luciana Veloso da Costa3,*, Viviane Zahner2, Marcelo Luiz Lima Brandão1,3

1 National Institute of Quality Control in Health, Oswaldo Cruz Foundation, Rio de Janeiro, Brazil; ORCID: 0000-0002-4879-8555 (N.G.S.C); 0009-0007-4551-9139 (M.L.S.d.S.)
2 Integrated Laboratory–Simulids and Onchocerciasis & Medical and Forensic Entomology, Oswaldo Cruz Institute, Oswaldo Cruz Foundation, Rio de Janeiro, Brazil; ORCID: 0009-0009-6532-7438 (B.d.J.S.), ORCID: 0000-0001-7238-7943 (V.Z.)
3 Institute of Technology in Immunobiologicals, Oswaldo Cruz Foundation, Rio de Janeiro, Brazil; ORCID: 0000-0002-7063-6720 (J.N.R); 0000-0002-7131-6155 (R.V.d.S.L.d.M); 0000-0002-5877-8048 (T.B.V.); 0000-0003-1873-4056 (L.V.d.C.); 0000-0003-1121-7312 (M.L.L.B)
4 Foodmicrobe.com Ltd., Adams Hill, Keyworth, Nottingham NG12 5GY, UK. ORCID: 0000-0002-6709-0712 (S.J.F.)
5 Structural Biology Laboratory, Oswaldo Cruz Institute, Oswaldo Cruz Foundation, Rio de Janeiro, Brazil; ORCID: 0009-0004-6576-5829 (B.S.A.V); 0000-0001-9294-6597 (V.M.)

∆ These authors contributed equally to this work.
* Corresponding author:  luciana.costa@bio.fiocruz.br (L.V.C.)











	Table S1. Missing genes identified in the OrthoDB.

	Gene ID
	Description

	1539at43668
	arginine deiminase

	1706at43668
	6-phospho-beta-glucosidase  

	1835at43668
	sugar kinase  

	1965at43668
	dTDP-glucose 4,6-dehydratase  

	2322at43668
	Polyketide cyclase/dehydrase  

	2481at43668
	3-carboxymuconate cyclase  

	3621at43668
	ABC transporter permease  

	3761at43668
	MFS transporter  

	3892at43668
	Mandelate racemase/muconate lactonizing enzyme, C-terminal  

	4549at43668
	PPM-type phosphatase-like domain superfamily  

	4626at43668
	response regulator  

	4758at43668
	phosphoribosyltransferase  

	5000at43668
	ABC transporter ATP-binding protein  

	5209at43668
	glycosyltransferase 

	5348at43668
	YbhB/YbcL family Raf kinase inhibitor-like protein  

	5597at43668
	GNAT domain  

	5682at43668
	Polyprenyl synthetase  

	6509at43668
	thiamine-binding protein  

	6606at43668
	YlxR family protein  

	885at43668
	carboxypeptidase 



