Supplementary Material
Supplementary Table S1 Audit of label distribution and fold distribution of cines excluded by technical quality control
	Item
	Count

	Total excluded cines
	14

	Excluded cines with raw Thrombosis=1
	5

	Excluded cines with raw Thrombosis=0
	9

	Affected independent SubjectIDs
	13

	Engineering-positive patients with all raw positive cines excluded
	0 (no label–input mismatch occurred)

	Affected patient distribution across outer folds (folds 1–5)
	1, 2, 3, 4, 3


This section collects the supplementary tables referenced in the main text. The numbered table references below correspond to the captions as they appear in the body of the manuscript.
	Comparison (former − latter)
	ROC AUC difference (95% CI)
	PR AUC difference (95% CI)
	Brier difference (95% CI)
	Two-sided P values (ROC/PR/Brier)

	Fixed 8-frame − structured
	−0.0249 (−0.1060 to 0.0570)
	0.0003 (−0.0505 to 0.0563)
	−0.0778 (−0.0959 to −0.0592)
	0.565 / 0.949 / <0.001

	MS-CineMIL − structured
	0.0490 (−0.0347 to 0.1339)
	0.0553 (−0.0091 to 0.1371)
	−0.0762 (−0.0961 to −0.0559)
	0.252 / 0.092 / <0.001

	MS-CineMIL − fixed 8-frame
	0.0740 (0.0043 to 0.1454)
	0.0550 (−0.0032 to 0.1270)
	0.0016 (−0.0142 to 0.0169)
	0.039 / 0.062 / 0.834



Supplementary Table S2 Patient-level paired bootstrap model differences (10,000 resamples; V1 historical frozen analysis. ROC AUC is the prespecified primary inferential endpoint; the three ROC AUC comparisons constitute the family of hypotheses to which the Bonferroni correction (α=0.0167) applies).
	Prediction
	ROC AUC
	PR AUC
	Brier
	ECE
	Calibration intercept
	Calibration slope

	Raw MS-CineMIL
	0.6419
	0.2261
	0.1627
	0.1735
	−1.6008
	0.1014

	fold-specific Platt
	0.6118
	0.2220
	0.1161
	0.0241
	−1.4170
	0.1884



Supplementary Table S3 Exploratory calibration results
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