
Supplementary table captions

Supplementary table S1 Gene-level differential analysis of normalised transcript densities between C5b-9-positive necrotic fibres and C5b-9-negative necrotic fibres

Supplementary table S2 Gene-level differential analysis of normalised transcript densities between Normal distant type 1 fibres and Normal distant type 2 fibres

Supplementary table S3 Gene-level differential analysis of normalised transcript densities between Type 1 fibres adjacent to necrosis and Type 2 fibres adjacent to necrosis

Supplementary table S4 Gene-level differential analysis of normalised transcript densities between Type 1 fibres adjacent to regeneration and Type 2 fibres adjacent to regeneration

Supplementary table S5 Gene-level differential analysis of normalised transcript densities between Necrotic fibres and Regenerative fibres

Supplementary table S6 Gene-level differential analysis of normalised transcript densities between Necrotic fibres and Normal distant type 2 fibres

Supplementary table S7 Gene-level differential analysis of normalised transcript densities between Regenerative fibres and Normal distant type 2 fibres

Supplementary table S8 Gene-level differential analysis of normalised transcript densities between Type 2 fibres adjacent to necrosis and Normal distant type 2 fibres

Supplementary table S9 Gene-level differential analysis of normalised transcript densities between Type 1 fibres adjacent to necrosis and Normal distant type 1 fibres

Supplementary table S10 Gene-level differential analysis of normalised transcript densities between Type 1 fibres adjacent to regeneration and Normal distant type 1 fibres

Supplementary table S11 Gene-level differential analysis of normalised transcript densities between Type 2 fibres adjacent to regeneration and Normal distant type 2 fibres

Supplementary table S12 Gene-level differential analysis of normalised transcript densities between Type 2 fibres adjacent to necrosis and Type 2 fibres adjacent to regeneration

Supplementary table S13 Gene-level differential analysis of normalised transcript densities between Type 1 fibres adjacent to regeneration and Type 1 fibres adjacent to necrosis

Supplementary table S14 Gene-level differential analysis of normalised transcript densities between Necrotic fibres and Normal distant type 1 fibres

Supplementary table S15 Gene-level differential analysis of normalised transcript densities between Regenerative fibres and Normal distant type 1 fibres
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