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Supplementary figure | HPLC chromatogram of protopine, allocryptopine,

scoulerine and tetrahydrocolumbamine reference standards
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Supplementary figure 2 Conserved motifs of CYP82 family proteins from C.
yanhusuo, A. thaliana, C. sativus, and E. californica.
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Supplementary figure 3 CYPS2 gene involved in the biosynthesis pathway of
alkaloids in C. yanhusuo.
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Supplementary figure 4 Correlation analysis between CYPS2 gene expression levels
and the contents of protopine, allocryptopine, scoulerine and tetrahydrocolumbamin
in different developmental stages



