Supplementary Data

 Table S1.  Gender and age data of groups included in the study.
	Parameter
	CIS
	RRMS
	PPMS
	SPMS
	ND
	HC

	Gender (female/male)
	26/14
	29/11
	25/15
	27/13
	24/16
	25/15

	Age (years)
	34.5±10.7
	39.25±10.4
	39.45±11
	39±8.9
	35±11
	35.82±10.71

	Total
	40
	40
	40
	40
	40
	40




Table S2. Primers sequences of studied bacteria for real-time PCR targeting16S rRNA
	Organisms
	Primers
	Products Size (bp)
	References

	F. prausnitzii
	F: CCCGGCATCGGGTAGAG                           
R: GGACGCGAGGCCATCTC                            
	55
	(1)

	Lactobacillus spp.
	F: GCTAGGTGTTGGAGGGTTTCC                 
R: CCAGGCGGAATGCTTAATGC                    
	63
	(2)

	Bifidobacterium spp.
	F: CGGGTGAGTAATGCGTGACC                      
R: TGATAGGACGCGACCCCA                         
	139
	(3)

	Bacteroides spp.
	F: TGGTAGTCCACACAGTAAACGATGA        
R: CGTACTCCCCAGGTGGAATACTT              
	94
	(2)

	Enterobacteriaceae
	F: GCGGTAGCACAGAGAGCTT                       
R: GGCAGTTTCCCAGACATTACTCA              
	69
	(4)

	Akkermansia muciniphila                               
	F: CAGCACGTGAAGGTGGGGAC
R: CCTTGCGGTTGGCTTCAGAT                   
	327
	(5)

	Firmicutes
                             
	F: TGAAACTYAAAGGAATTGACG
R: ACCATGCACCACCTGTC
	149–157
	(6)

	Actinobacteria
	F: CCGTTACTGACGCTGAGGAG
R: GCGGGATGCTTAACGCG
	141
	(6)

	Bacteroidetes
	F: CRAACAGGATTAGATACCCT
R: GGTAAGGTTCCTCGCGTAT
	202–208
	(6)

	Proteobacteria
	F: CAAAKACTGACGCTSAGGTG
R: GGCACAACCTBCAARTCG
	97
	(6)

	Universal

	F: TGGAGCATGTGGTTTAATTCGA                 
R: TGCGGGACTTAACCCAACA
	159
	(4)

	butyryl-CoA: acetate CoA-transferase
	F: GCIGAICATTTCACITGGAAYWSITGGCAY
R: CCTGCCTTTGCAATRTCIACRAANGC

	~530–560 depending on species
	(7)



References
1.	Machiels K, Joossens M, Sabino J, De Preter V, Arijs I, Eeckhaut V, et al. A decrease of the butyrate-producing species Roseburia hominis and Faecalibacterium prausnitzii defines dysbiosis in patients with ulcerative colitis. Gut. 2014;63(8):1275-83.
2.	Tuomisto S, Karhunen PJ, Pessi T. Time-dependent post mortem changes in the composition of intestinal bacteria using real-time quantitative PCR. Gut pathogens. 2013;5:1-5.
3.	Furet J-P, Firmesse O, Gourmelon M, Bridonneau C, Tap J, Mondot S, et al. Comparative assessment of human and farm animal faecal microbiota using real-time quantitative PCR. FEMS microbiology ecology. 2009;68(3):351-62.
4.	Nabizadeh E, Jazani NH, Bagheri M, Shahabi S. Association of altered gut microbiota composition with chronic urticaria. Annals of Allergy, Asthma & Immunology. 2017;119(1):48-53.
5.	Png CW, Lindén SK, Gilshenan KS, Zoetendal EG, McSweeney CS, Sly LI, et al. Mucolytic bacteria with increased prevalence in IBD mucosa augment in vitro utilization of mucin by other bacteria. Am J Gastroenterol. 2010;105(11):2420-8.
6.	Ebrahimzadeh Leylabadlo H, Samadi Kafil H, Farajnia S, Shanehbandi D, Yaghoub Moaddab S, Feizabadi MM, et al. Gut microbiota in nonalcoholic fatty liver diseases with and without type-2 diabetes mellitus. European Journal of Gastroenterology & Hepatology. 2021;33(1S).
7.	Louis P, Flint HJ. Development of a semiquantitative degenerate real-time pcr-based assay for estimation of numbers of butyryl-coenzyme A (CoA) CoA transferase genes in complex bacterial samples. Applied and environmental microbiology. 2007;73(6):2009-12.


Supplementary Data


 


 


 


Table 


S


1.


  


Gender and age data of groups included in the study.


 


Parameter


 


CIS


 


RRMS


 


PPMS


 


SPMS


 


ND


 


HC


 


Gender 


(female/male)


 


26/14


 


29/11


 


25/15


 


27/13


 


24/16


 


25/15


 


Age (years)


 


34.5±10.7


 


39.25±10.4


 


39.45±11


 


39±8.9


 


35±11


 


35.82±10.71


 


Total


 


40


 


40


 


40


 


40


 


40


 


40


 


 


 


Table 


S


2


. 


P


rimers 


sequences 


of studied bacteria for real


-


time PCR targeting16S rRNA


 


Organisms


 


Primer


s


 


Products Size


 


(bp)


 


Ref


ere


nces


 


F. prausnitzii


 


F: CCCGGCATCGGGTAGAG                           


 


R: GGACGCGAGGCCATCTC                            


 


55


 


(1)


 


Lactobacillus 


spp.


 


F: GCTAGGTGTTGGAGGGTTTCC                 


 


R: CCAGGCGGAATGCTTAATGC                    


 


63


 


(2)


 


Bifidobacterium 


spp.


 


F: CGGGTGAGTAATGCGTGACC                      


 


R: TGATAGGACGCGACCCCA                         


 


139


 


(3)


 


Bacteroides 


spp


.


 


F: TGGTAGTCCACACAGTAAACGATGA        


 


R: CGTACTCCCCAGGTGGAATACTT              


 


94


 


(2)


 


Enterobacteriaceae


 


F: GCGGTAGCACAGAGAGCTT                       


 


R: GGCAGTTTCCCAGACATTACTCA              


 


69


 


(4)


 


Akkermansia


 


muciniphila


                               


 


F:


 


CAGCACGTGAAGGTGGGGAC


 


R: 


CCTTGCGGTTGGCTTCAGAT


                   


 


327


 


(5)


 


Firmicutes


 


                             


 


F: 


TGAAACTYAAAGGAATTGACG


 


R: ACCATGCACCACCTGTC


 


149


–


157


 


(6)


 




Supplementary Data       Table  S 1.    Gender and age data of groups included in the study.  

Parameter  CIS  RRMS  PPMS  SPMS  ND  HC  

Gender  (female/male)  26/14  29/11  25/15  27/13  24/16  25/15  

Age (years)  34.5±10.7  39.25±10.4  39.45±11  39±8.9  35±11  35.82±10.71  

Total  40  40  40  40  40  40  

    Table  S 2 .  P rimers  sequences  of studied bacteria for real - time PCR targeting16S rRNA  

Organisms  Primer s  Products Size   (bp)  Ref ere nces  

F. prausnitzii  F: CCCGGCATCGGGTAGAG                              R: GGACGCGAGGCCATCTC                              55  (1)  

Lactobacillus  spp.  F: GCTAGGTGTTGGAGGGTTTCC                    R: CCAGGCGGAATGCTTAATGC                      63  (2)  

Bifidobacterium  spp.  F: CGGGTGAGTAATGCGTGACC                         R: TGATAGGACGCGACCCCA                           139  (3)  

Bacteroides  spp .  F: TGGTAGTCCACACAGTAAACGATGA           R: CGTACTCCCCAGGTGGAATACTT                94  (2)  

Enterobacteriaceae  F: GCGGTAGCACAGAGAGCTT                          R: GGCAGTTTCCCAGACATTACTCA                69  (4)  

Akkermansia   muciniphila                                  F:   CAGCACGTGAAGGTGGGGAC   R:  CCTTGCGGTTGGCTTCAGAT                      327  (5)  

Firmicutes                                  F:  TGAAACTYAAAGGAATTGACG   R: ACCATGCACCACCTGTC  149 – 157  (6)  

