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Supplementary figures

Supplementary Figure 1: Light microscopic image of diseased green sea urchins
(S. droebachiensis) lesion materials. (100x)
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Supplementary Figure 2: Prophage region 1 (28.7 Kb) and region 2 (13.9 Kb from the genome of V. echinoideorum,

predicted by PHASTER tool.

Prophage Region 1

Start: 46627

End: 75376

# CDS: 39

Predicted Type: questionable
GC%: 44.65

Prophage Region 2

Start: 504

End: 14431

# CDS: 26

Predicted Type: questionable
GC%: 40.97



