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· S1 tahoe_full_run_model_summary.csv — per-model summary statistics (primary metric).
· S2 tahoe_full_run_stratified_summary.csv — model skill by reliability threshold.
· S3 tahoe_full_run_per_drug.csv — 377 drugs × 6 models per-drug mean skill.
· S4 tahoe_m2_repeat_ceiling.csv — 107 drugs: repeat reliability, Fisher CI, per-gene sensitivity, model skills.
· S5 tahoe_permutation_test.csv — observed vs permutation-null skill for 5 high-ceiling drugs.
· S6 tahoe_stats_bootstrap_by_unit.csv / tahoe_stats_all_gene_sensitivity.csv — bootstrap CIs by analysis unit; all-gene sensitivity.
· S7 tahoe_axis_top_genes.csv / tahoe_axis_idarubicin_y_axis.csv — axis-labeling tables.
· S8 tahoe_perm_archive_exact_tests.csv — the five top-bin drugs: fold-mean skill, bootstrap CI, fraction of folds positive, Wilcoxon p and BH q against the drug-mean baseline, shuffled-feature-null statistics, and cross-drug rank of 377.
· S9 tahoe_sex_control_within_sex.csv — within-sex-stratum skill, CIs and Wilcoxon p for the three confirmed drugs.
· S10 tahoe_sex_control_axis_composition.csv — Y-chromosome share of axis-gene importance per drug, with skill and p.

