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	Primer
	Sequence
	Amplified product
	Reference

	qacE
	GGGAATTCCАСАААТТGGGAGA
	341 bp
	Kazama et al., 1999 

	
	TACTCGAGTAGTGGGCACTTGCTTTGG
	
	

	qacEΔI
	GGGAATTCCАСАААТТGGGAGA
	361 bp
	Kazama et al., 1999

	
	GCTGCAGCTGCGGTACCACTGCCACAA
	
	



Table S2: Annotation Table showing the open reading frames of phage vB_BvS_ZAGBV02 (PZ288958)
	Feature.id
	name
	type
	start*†
	stop*†
	strand
	legend

	peg.1
	DNA methyl transferase
	CDS
	432
	1862
	+
	DNA, RNA and nucleotide metabolism

	peg.2
	Phage terminase small subunit
	CDS
	1859
	2341
	+
	head and packaging

	peg.3
	Phage terminase large subunit
	CDS
	2310
	4151
	+
	head and packaging

	peg.4
	portal protein
	CDS
	4148
	5443
	+
	infection

	peg.5
	prohead protease
	CDS
	5418
	6185
	+
	lysis

	peg.6
	Major capsid protein
	CDS
	6219
	7514
	+
	head and packaging

	peg.7
	hypothetical protein
	CDS
	7483
	7602
	+
	hypothetical protein

	peg.8
	hypothetical protein
	CDS
	7608
	8174
	+
	hypothetical protein

	peg.9
	alpha-2,3-sialyltransferase
	CDS
	8237
	8602
	+
	immune

	peg.10
	head-tail adaptor
	CDS
	8551
	9243
	+
	connector

	peg.11
	UDP-Glycosyltransferase/glycogen phosphorylase
	CDS
	9298
	10161
	+
	other

	peg.12
	DNA methyltransferase
	CDS
	10155
	10844
	+
	DNA, RNA and nucleotide metabolism

	peg.13
	head-tail adaptor
	CDS
	10874
	11263
	+
	connector

	peg.14
	hypothetical protein
	CDS
	11277
	11765
	+
	hypothetical protein

	peg.15
	tail terminator
	CDS
	11762
	12175
	+
	tail

	peg.16
	tail protein
	CDS
	12323
	12661
	+
	tail

	peg.17
	hypothetical protein
	CDS
	12661
	12990
	+
	hypothetical protein

	peg.18
	hypothetical protein
	CDS
	13029
	13328
	+
	hypothetical protein

	peg.19
	tail length tape measure protein
	CDS
	13285
	16797
	+
	tail

	peg.20
	hypothetical protein
	CDS
	16801
	17472
	+
	hypothetical protein

	peg.21
	tail protein
	CDS
	17484
	18521
	+
	tail

	peg.22
	hypothetical protein
	CDS
	18532
	18981
	+
	hypothetical protein

	peg.23
	hypothetical protein
	CDS
	18983
	19204
	+
	hypothetical protein

	peg.24
	hypothetical protein
	CDS
	19211
	21718
	+
	hypothetical protein

	peg.25
	cysteine endopeptidase
	CDS
	21705
	22157
	+
	tail

	peg.26
	tail fiber protein
	CDS
	22112
	24508
	+
	tail

	peg.27
	hypothetical protein
	CDS
	24631
	24987
	+
	hypothetical protein

	peg.28
	Holin Type II
	CDS
	24984
	25241
	+
	lysis

	peg.29
	hypothetical protein
	CDS
	25421
	25555
	+
	hypothetical protein

	peg.30
	transglycosylase
	CDS
	25543
	26058
	+
	lysis

	peg.31
	Rz-like spnain (i-spanin)
	CDS
	26055
	26531
	+
	lysis

	peg.32
	HNH endonuclease
	CDS
	27369
	26476
	-
	head and packaging

	peg.33
	hypothetical protein
	CDS
	27979
	27572
	-
	hypothetical protein

	peg.34
	DNA binding protein
	CDS
	28253
	27972
	-
	DNA, RNA and nucleotide metabolism

	peg.35
	hypothetical protein
	CDS
	28533
	28276
	-
	hypothetical protein

	peg.36
	hypothetical protein
	CDS
	28640
	28530
	-
	hypothetical protein

	peg.37
	hypothetical protein
	CDS
	28990
	28637
	-
	hypothetical protein

	peg.38
	hypothetical protein
	CDS
	29200
	28994
	-
	hypothetical protein

	peg.39
	hypothetical protein
	CDS
	29529
	29356
	-
	hypothetical protein

	peg.40
	hypothetical protein
	CDS
	29885
	29526
	-
	hypothetical protein

	peg.41
	hypothetical protein
	CDS
	30140
	29895
	-
	hypothetical protein

	peg.42
	hypothetical protein
	CDS
	30450
	30124
	-
	hypothetical protein

	peg.43
	RecT-like ssDNA annealing protein
	CDS
	32060
	30447
	-
	DNA, RNA and nucleotide metabolism

	peg.44
	hypothetical protein
	CDS
	32306
	32064
	-
	hypothetical protein

	peg.45
	hypothetical protein
	CDS
	32554
	32318
	-
	hypothetical protein

	peg.46
	exonuclease
	CDS
	33762
	32536
	-
	DNA, RNA and nucleotide metabolism

	peg.47
	hypothetical protein
	CDS
	34025
	33759
	-
	hypothetical protein

	peg.48
	acetyltransferase
	CDS
	34444
	34028
	-
	immune

	peg.49
	hypothetical protein
	CDS
	34629
	34441
	-
	hypothetical protein

	peg.50
	hypothetical protein
	CDS
	35252
	34710
	-
	hypothetical protein

	peg.51
	hypothetical protein
	CDS
	35241
	35390
	+
	hypothetical protein

	peg.52
	hypothetical protein
	CDS
	35456
	36166
	+
	hypothetical protein

	peg.53
	hypothetical protein
	CDS
	36166
	36408
	+
	hypothetical protein

	peg.54
	Holliday junction resolvase
	CDS
	36408
	37010
	+
	DNA, RNA and nucleotide metabolism

	peg.55
	hypothetical protein
	CDS
	36971
	37627
	+
	hypothetical protein

	peg.56
	DNA methyltransferase
	CDS
	37747
	38193
	+
	DNA, RNA and nucleotide metabolism

	peg.57
	DNA helicase
	CDS
	38461
	40059
	+
	DNA, RNA and nucleotide metabolism

	peg.58
	replication initiation protein
	CDS
	40173
	41036
	+
	DNA, RNA and nucleotide metabolism

	peg.59
	hypothetical protein
	CDS
	41036
	41350
	+
	hypothetical protein

	peg.60
	hypothetical protein
	CDS
	41462
	41569
	+
	hypothetical protein

	peg.61
	queuine tRNA-ribosyltransferase
	CDS
	41650
	41967
	+
	other

	peg.62
	HNH endonuclease
	CDS
	41964
	42332
	+
	head and packaging



