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Abstract

Objectives:

The Ralstonia solanacearum species complex (RSSC) is a globally distributed soil-borne bacterial
pathogen responsible for the bacterial wilt disease, impacting numerous economically important
crops. Owing to its high genetic and geographical diversity, the RSSC is subdivided into four phylotypes
and sequevars. This study aimed to expand the genomic resources available for RSSC by generating
new high-quality whole-genome sequences from genetically and geographically diverse strains. By
enriching public databases with underrepresented genomes, this dataset provides valuable resources
for comparative genomics, phylogenetic studies, and the development of improved molecular
diagnostic tools.

Data description:

The dataset included 59 RSSC strains representing three phylotypes, collected from 20 countries
between 1959 and 2021. Combined with publicly available genomes, the final dataset comprised 1,133
RSSC genomes. Phylogenetic analyses confirmed previous assignments, and newly sequenced
genomes broadened the representation of genetic diversity within the RSSC. A total of 5,504,641
genes, corresponding to 20,906 gene families were identified. Among these, 3,340 gene families
constituted the core genome, while 17,566 belonged to the accessory genome. Importantly, 414 gene
families were detected exclusively in the newly sequenced genomes, highlighting their contribution to
the accessory genomic diversity of the RSSC.
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Objective

The Ralstonia solanacearum species complex (RSSC) is a globally widespread soil-borne bacterial
pathogen, responsible for bacterial wilt in a wide range of economically important crops [1, 2]. Due to
its genetic, ecological, and geographical variability, RSSC is considered as a species complex which is
divided into phylotypes, that reflect distinct geographical origins: Phylotype | (Asia), Phylotype IIA and
IIB (the Americas), Phylotype Il (Africa), and Phylotype IV (Indonesia-Australia) [3]. A further
subclassification into sequevars is based on sequence similarity within a partial region of the
endoglucanase encoding gene (eg/) [4].

Whole-genome sequencing has become a key approach for investigating the RSSC diversity. Several
genomic resources for the RSSC, including complete or draft genomes from diverse geographic origins
and host plants, have already been published [5-13]. Collectively, these studies have enriched the
public database and provided a better understanding of the genetic diversity of this pathogen.



However, it remains essential to expand RSSC genomic datasets to better understand the evolution,
population structure, and epidemiology of RSSC.

To this aim, we provided high-quality whole-genome sequences of 59 strains originating from diverse
geographical regions, representing different phylotypes and sequevars, and isolated over a broad time
span (1959-2021). By expanding the diversity of publicly available genomes, the dataset of this study
will support comparative genomic studies, facilitate phylogenetic analyses, and provide a valuable
resource for the development of improved molecular diagnostic tools.

Data description

The RSSC strains selected for this study were obtained from the RUN collection, hosted by the PVBMT
research unit (CIRAD-University of La Réunion). They comprised representatives of phylotypes I, lIA,
1IB and Il collected from 20 countries between 1959 and 2021 (DataFile 1 and DataFile 2).

High molecular genomic DNA was extracted using a protocol adapted for the RSSC strains [8], and
sequencing was performed by Genewiz-Azenta (Leipzig, Germany) using lllumina NovaSeq technology.
Illumina paired-end reads from 59 RSSC strains (DataSets 1-59) were filtered with fastp v0.23.4 [14].
Sequencing adapters were automatically detected and trimmed, while low quality reads (>= 40%
nucleotides with a Phred score <= 15) and reads shorter than 35 bp were removed. The resulting reads
were assembled with Unicycler version 0.5.1 (DataSets 1-118).

Genome completeness and contamination were evaluated with BUSCO v6.0.0 [15] using the
burkholderiales_odb12 lineage dataset, and CheckM v1.2.2 [16], respectively, while assembly metrics
were obtained with QUAST v5.3.0 [17] (DataFile 1). Genome affiliation to the RSSC was assessed using
Mashtree v1.4.6 [18], with the parameters --mindepth 0 and --genome_size 5 Mb, followed by
phylotype assignment based on their placement in the Mashtree phylogeny. Assemblies with BUSCO
and CheckM completeness >98% and CheckM contamination <10% were retained. Among those
accessions, 42 belonged to phylotype I, 9 to phylotype IIA, 3 to phylotype IIB and 5 to phylotype IIl. The
CheckM completeness metrics of the final dataset ranged from 99.48% to 99.94%, whereas the highest
CheckM contamination value reached 0.83%. The GC content ranged from 66.45% to 67.21%.

To compare the 59 newly sequenced genomes with publicly available resources, 1,074 genomes were
retrieved from GenBank (February 2026) and filtered using the same quality criteria. To accurately
assess their position within the broader genomic diversity, phylogenetic analyses were performed
using phylotype-specific core genome alignments generated with Parsnp v2.1.4 [19] from the resulting
dataset of 1,133 genomes. Recombinant regions were identified and masked using Gubbins v3.4.3 [20]
and maximum-likelihood phylogenies were inferred with IQ-TREE v3.0.1 [21], using ModelFinder for
model selection [22], 1,000 ultrafast bootstrap replicates [23] to estimate branch support and the --
bnni option. Analyses were initialized with a random seed of 2 (DataFiles 3-6). The resulting trees
showed no incongruence at the phylotype level, but confirmed the polyphyletic nature of several
sequevars. This result was previously observed in phylotype | [24] and attributed to horizontal gene
transfer and low diversity.



The assemblies were annotated using BAKTA v1.8.2 [25]. A pangenome analysis was then performed
with PIRATE v1.0.5 [26], using the -k and --diamond parameters for rapid homology searches (DataFile
7). Across the 1,133 genomes, 5,504,641 genes were annotated, corresponding to 20,906 gene
families. Among these, 3,340 gene families were present in at least 95% of the genomes and
constituted the core genome, while the remaining 17,566 constituted the accessory genome. The
number of gene families varied among phylotypes, largely reflecting differences in sampling size.
Notably, 414 gene families were detected exclusively in newly sequenced genomes and distributed
across phylotypes I, 1A, 11B and Ill, enhancing accessory genome diversity within the species complex.

Table 1: Overview of data files/data sets.

Label Name of data file/data set | File types Data repository and identifier (DOI or
(file extension) | accession number)

DataSet 1 RUNOOQ9 raw reads (.fastq.gz) ENA ERR17701360
https://identifiers.org/ena.embl:ERR17701360
[27]

DataSet 2 RUNO0O033 raw reads (.fastq.gz) ENA ERR17701348
https://identifiers.org/ena.embl:ERR17701348
[28]

DataSet 3 RUNO0O038 raw reads (.fastq.gz) ENA ERR17701320
https://identifiers.org/ena.embl:ERR17701320
[29]

DataSet 4 RUNO0O044 raw reads (.fastq.gz) ENA ERR17701356
https://identifiers.org/ena.embl:ERR17701356
[30]

DataSet 5 RUNOOS85 raw reads (.fastqg.gz) ENA ERR17701362
https://identifiers.org/ena.embl:ERR17701362
[31]

DataSet 6 RUNO0O090 raw reads (.fastq.gz) ENA ERR17701351
https://identifiers.org/ena.embl:ERR17701351
[32]

DataSet 7 RUNO0102 raw reads (.fastq.gz) ENA ERR17701341
https://identifiers.org/ena.embl:ERR17701341
[33]

DataSet 8 RUNO309 raw reads (.fastq.gz) ENA ERR17701344
https://identifiers.org/ena.embl:ERR17701344
[34]

DataSet 9 RUNO0312 raw reads (.fastq.gz) ENA ERR17701340
https://identifiers.org/ena.embl:ERR17701340
[35]

DataSet 10 [ RUNO323 raw reads (.fastq.gz) ENA ERR17701327
https://identifiers.org/ena.embl:ERR17701327
[36]

DataSet 11 [ RUNO339 raw reads (.fastq.gz) ENA ERR17701328
https://identifiers.org/ena.embl:ERR17701328
[37]

DataSet 12 [ RUNO0340 raw reads (.fastq.gz) ENA ERR17701355
https://identifiers.org/ena.embl:ERR17701355
[38]

DataSet 13 [ RUNO345 raw reads (.fastq.gz) ENA ERR17701359
https://identifiers.org/ena.embl:ERR17701359
[39]




DataSet 14

RUNO346 raw reads

(.fastqg.gz)

ENA ERR17701358
https://identifiers.org/ena.embl:ERR17701358
[40]

DataSet 15

RUNO359 raw reads

(.fastqg.gz)

ENA ERR17701353
https://identifiers.org/ena.embl:ERR17701353
[41]

DataSet 16

RUNO434 raw reads

(.fastq.gz)

ENA ERR17701343
https://identifiers.org/ena.embl:ERR17701343
[42]

DataSet 17

RUNO551 raw reads

(.fastq.gz)

ENA ERR17701352
https://identifiers.org/ena.embl:ERR17701352
[43]

DataSet 18

RUNO556 raw reads

(.fastqg.gz)

ENA ERR17701322
https://identifiers.org/ena.embl:ERR17701322
[44]

DataSet 19

RUNO0624 raw reads

(.fastq.gz)

ENA ERR17701318
https://identifiers.org/ena.embl:ERR17701318
[45]

DataSet 20

RUNO0625 raw reads

(.fastq.gz)

ENA ERR17701326
https://identifiers.org/ena.embl:ERR17701326
[46]

DataSet 21

RUNO652 raw reads

(.fastqg.gz)

ENA ERR17701321
https://identifiers.org/ena.embl:ERR17701321
[47]

DataSet 22

RUNO671 raw reads

(.fastq.gz)

ENA ERR17701411
https://identifiers.org/ena.embl:ERR17701411
(48]

DataSet 23

RUNO676 raw reads

(.fastq.gz)

ENA ERR17701316
https://identifiers.org/ena.embl:ERR17701316
[49]

DataSet 24

RUNO677 raw reads

(.fastq.gz)

ENA ERR17701334
https://identifiers.org/ena.embl:ERR17701334
(50]

DataSet 25

RUNOQ988 raw reads

(.fastq.gz)

ENA ERR17701317
https://identifiers.org/ena.embl:ERR17701317
[51]

DataSet 26

RUN1005 raw reads

(.fastq.gz)

ENA ERR17701335
https://identifiers.org/ena.embl:ERR17701335
[52]

DataSet 27

RUN1039 raw reads

(.fastq.gz)

ENA ERR17701338
https://identifiers.org/ena.embl:ERR17701338
[53]

DataSet 28

RUN1152 raw reads

(.fastq.gz)

ENA ERR17701332
https://identifiers.org/ena.embl:ERR17701332
(54]

DataSet 29

RUN1170 raw reads

(.fastq.gz)

ENA ERR17701350
https://identifiers.org/ena.embl:ERR17701350
[55]

DataSet 30

RUN1947 raw reads

(.fastq.gz)

ENA ERR17701414
https://identifiers.org/ena.embl:ERR17701414
[56]

DataSet 31

RUN1972 raw reads

(.fastq.gz)

ENA ERR17701345
https://identifiers.org/ena.embl:ERR17701345
[57]




DataSet 32

RUN2130 raw reads

(.fastqg.gz)

ENA ERR17701347
https://identifiers.org/ena.embl:ERR17701347
[58]

DataSet 33

RUN2161 raw reads

(.fastqg.gz)

ENA ERR17701312
https://identifiers.org/ena.embl:ERR17701312
[59]

DataSet 34

RUN2182 raw reads

(.fastq.gz)

ENA ERR17701336
https://identifiers.org/ena.embl:ERR17701336
[60]

DataSet 35

RUN2221 raw reads

(.fastq.gz)

ENA ERR17701324
https://identifiers.org/ena.embl:ERR17701324
[61]

DataSet 36

RUN2344 raw reads

(.fastqg.gz)

ENA ERR17701415
https://identifiers.org/ena.embl:ERR17701415
[62]

DataSet 37

RUN3149 raw reads

(.fastq.gz)

ENA ERR17701323
https://identifiers.org/ena.embl:ERR17701323
[63]

DataSet 38

RUN3304 raw reads

(.fastq.gz)

ENA ERR17701361
https://identifiers.org/ena.embl:ERR17701361
[64]

DataSet 39

RUN3430 raw reads

(.fastqg.gz)

ENA ERR17701315
https://identifiers.org/ena.embl:ERR17701315
[65]

DataSet 40

RUN3459 raw reads

(.fastq.gz)

ENA ERR17701349
https://identifiers.org/ena.embl:ERR17701349
[66]

DataSet 41

RUN3510 raw reads

(.fastq.gz)

ENA ERR17701333
https://identifiers.org/ena.embl:ERR17701333
[67]

DataSet 42

RUN3567 raw reads

(.fastq.gz)

ENA ERR17701417
https://identifiers.org/ena.embl:ERR17701417
[68]

DataSet 43

RUN3570 raw reads

(.fastq.gz)

ENA ERR17701314
https://identifiers.org/ena.embl:ERR17701314
[69]

DataSet 44

RUN3618 raw reads

(.fastq.gz)

ENA ERR17701412
https://identifiers.org/ena.embl:ERR17701412
[70]

DataSet 45

RUN3669 raw reads

(.fastq.gz)

ENA ERR17701330
https://identifiers.org/ena.embl:ERR17701330
[71]

DataSet 46

RUN3767 raw reads

(.fastq.gz)

ENA ERR17701329
https://identifiers.org/ena.embl:ERR17701329
[72]

DataSet 47

RUN4268 raw reads

(.fastq.gz)

ENA ERR17701313
https://identifiers.org/ena.embl:ERR17701313
[73]

DataSet 48

RUN4593 raw reads

(.fastq.gz)

ENA ERR17701413
https://identifiers.org/ena.embl:ERR17701413
[74]

DataSet 49

RUN5935 raw reads

(.fastq.gz)

ENA ERR17701346
https://identifiers.org/ena.embl:ERR17701346
[75]




DataSet 50 | RUN5957 raw reads (.fastqg.gz) ENA ERR17701337
https://identifiers.org/ena.embl:ERR17701337
[76]
DataSet 51 | RUN6275 raw reads (.fastqg.gz) ENA ERR17701325
https://identifiers.org/ena.embl:ERR17701325
[77]
DataSet 52 [ RUN6285 raw reads (.fastq.gz) ENA ERR17701311
https://identifiers.org/ena.embl:ERR17701311
[78]
DataSet 53 [ RUN6340 raw reads (.fastq.gz) ENA ERR17701354
https://identifiers.org/ena.embl:ERR17701354
[79]
DataSet 54 | RUN6499 raw reads (.fastqg.gz) ENA ERR17701339
https://identifiers.org/ena.embl:ERR17701339
(80]
DataSet 55 | RUN6533 raw reads (.fastqg.gz) ENA ERR17701319
https://identifiers.org/ena.embl:ERR17701319
[81]
DataSet 56 [ RUN6534 raw reads (.fastq.gz) ENA ERR17701331
https://identifiers.org/ena.embl:ERR17701331
(82]
DataSet 57 | RUN6542 raw reads (.fastqg.gz) ENA ERR17701357
https://identifiers.org/ena.embl:ERR17701357
(83]
DataSet 58 | RUN6563 raw reads (.fastqg.gz) ENA ERR17701342
https://identifiers.org/ena.embl:ERR17701342
[84]
DataSet 59 [ RUN6824 raw reads (.fastq.gz) ENA ERR17701416
https://identifiers.org/ena.embl:ERR17701416
[85]
DataSet 60 [ RUNOOQO9 genome (.fasta) NCBI GCA_987489085.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489085.1 [86]
DataSet 61 | RUNOO33 genome (.fasta) NCBI GCA_987489415.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489415.1 [87]
DataSet 62 | RUNOO38 genome (.fasta) NCBI GCA_987489155.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489155.1 [88]
DataSet 63 | RUN0044 genome (.fasta) NCBI GCA_987489265.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489265.1 [89]
DataSet 64 | RUNO0S85 genome (.fasta) NCBI GCA_987489475.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489475.1 [90]
DataSet 65 [ RUNO090 genome (.fasta) NCBI GCA_987489185.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489185.1 [91]
DataSet 66 [ RUN0102 genome (.fasta) NCBI GCA_987489495.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489495.1 [92]
DataSet 67 | RUNO309 genome (.fasta) NCBI GCA_987489445.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987

489445.1 [93]




DataSet 68 [ RUNO312 genome (.fasta) NCBI GCA_987489285.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489285.1 [94]
DataSet 69 [ RUN0323 genome (.fasta) NCBI GCA_987489025.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489025.1 [95]
DataSet 70 [ RUN0339 genome (.fasta) NCBI GCA_987489485.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489485.1 [96]
DataSet 71 | RUN0340 genome (.fasta) NCBI GCA_987489135.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489135.1 [97]
DataSet 72 [ RUNO345 genome (.fasta) NCBI GCA_987489455.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489455.1 [98]
DataSet 73 | RUN0346 genome (.fasta) NCBI GCA_987489175.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489175.1 [99]
DataSet 74 | RUN0359 genome (.fasta) NCBI GCA_987488965.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
488965.1 [100]
DataSet 75 | RUN0434 genome (.fasta) NCBI GCA_987489205.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489205.1 [101]
DataSet 76 | RUNO551 genome (.fasta) NCBI GCA_987489465.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489465.1 [102]
DataSet 77 | RUNO556 genome (.fasta) NCBI GCA_987489425.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489425.1 [103]
DataSet 78 [ RUN0624 genome (.fasta) NCBI GCA_987489355.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489355.1 [104]
DataSet 79 | RUNO625 genome (.fasta) NCBI GCA_987489105.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489105.1 [105]
DataSet 80 | RUNO652 genome (.fasta) NCBI GCA_987488925.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
488925.1 [106]
DataSet 81 [ RUN0671 genome (.fasta) NCBI GCA_987489275.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489275.1 [107]
DataSet 82 [ RUN0676 genome (.fasta) NCBI GCA_987489295.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489295.1 [108]
DataSet 83 [ RUN0677 genome (.fasta) NCBI GCA_987489395.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489395.1 [109]
DataSet 84 [ RUN0988 genome (.fasta) NCBI GCA_987489145.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489145.1 [110]
DataSet 85 [ RUN1005 genome (.fasta) NCBI GCA_987488885.1

assembly

https://identifiers.org/ncbi/insdc.gca:GCA_987
488885.1 [111]




DataSet 86 [ RUN1039 genome (.fasta) NCBI GCA_987488865.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
488865.1 [112]
DataSet 87 [ RUN1152 genome (.fasta) NCBI GCA_987489255.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489255.1 [113]
DataSet 88 [ RUN1170 genome (.fasta) NCBI GCA_987489405.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489405.1 [114]
DataSet 89 [ RUN1947 genome (.fasta) NCBI GCA_987489165.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489165.1 [115]
DataSet 90 [ RUN1972 genome (.fasta) NCBI GCA_987489065.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489065.1 [116]
DataSet 91 | RUN2130 genome (.fasta) NCBI GCA_987489375.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489375.1[117]
DataSet 92 [ RUN2161 genome (.fasta) NCBI GCA_987489335.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489335.1[118]
DataSet 93 | RUN2182 genome (.fasta) NCBI GCA_987489325.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489325.1 [119]
DataSet 94 | RUN2221 genome (.fasta) NCBI GCA_987489035.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489035.1 [120]
DataSet 95 [ RUN2344 genome (.fasta) NCBI GCA_987489305.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489305.1 [121]
DataSet 96 [ RUN3149 genome (.fasta) NCBI GCA_987488955.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
488955.1 [122]
DataSet 97 | RUN3304 genome (.fasta) NCBI GCA_987489055.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489055.1 [123]
DataSet 98 | RUN3430 genome (.fasta) NCBI GCA_987489125.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489125.1 [124]
DataSet 99 [ RUN3459 genome (.fasta) NCBI GCA_987489225.1
assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489225.1 [125]
DataSet RUN3510 genome (.fasta) NCBI GCA_987489215.1
100 assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489215.1 [126]
DataSet RUN3567 genome (.fasta) NCBI GCA_987489315.1
101 assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489315.1 [127]
DataSet RUN3570 genome (.fasta) NCBI GCA_987488895.1
102 assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
488895.1 [128]
DataSet RUN3618 genome (.fasta) NCBI GCA_987488845.1
103 assembly https://identifiers.org/ncbi/insdc.gca:GCA_987

488845.1 [129]




DataSet RUN3669 genome (.fasta) NCBI GCA_987489235.1
104 assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489235.1 [130]
DataSet RUN3767 genome (.fasta) NCBI GCA_987489075.1
105 assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489075.1 [131]
DataSet RUN4268 genome (.fasta) NCBI GCA_987488825.1
106 assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
488825.1 [132]
DataSet RUN4593 genome (.fasta) NCBI GCA_987489195.1
107 assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489195.1 [133]
DataSet RUN5935 genome (.fasta) NCBI GCA_987489385.1
108 assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489385.1 [134]
DataSet RUN5957 genome (.fasta) NCBI GCA_987489365.1
109 assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489365.1 [135]
DataSet RUN6275 genome (.fasta) NCBI GCA_987488995.1
110 assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
488995.1 [136]
DataSet RUNG6285 genome (.fasta) NCBI GCA_987489115.1
111 assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489115.1 [137]
DataSet RUN6340 genome (.fasta) NCBI GCA_987489095.1
112 assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489095.1 [138]
DataSet RUN6499 genome (.fasta) NCBI GCA_987488815.1
113 assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
488815.1 [139]
DataSet RUN6533 genome (.fasta) NCBI GCA_987489245.1
114 assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489245.1 [140]
DataSet RUN6534 genome (.fasta) NCBI GCA_987488975.1
115 assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
488975.1 [141]
DataSet RUN6542 genome (.fasta) NCBI GCA_987489435.1
116 assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489435.1 [142]
DataSet RUN6563 genome (.fasta) NCBI GCA_987489345.1
117 assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
489345.1 [143]
DataSet RUN6824 genome (.fasta) NCBI GCA_987488985.1
118 assembly https://identifiers.org/ncbi/insdc.gca:GCA_987
488985.1 [144]
DataFile1 | Metadata and genome MS Excel file Figshare,
assembly metrics of RSSC (.xlsx) https://doi.org/10.6084/m9.figshare.33198660
strains [145]
DataFile 2 | Geographic distribution of | (.pdf) Figshare,
the 59 representative RSSC https://doi.org/10.6084/m9.figshare.33198711
strains selected for [146]
genome sequencing
DataFile 3 | Maximume-likelihood (.pdf) Figshare,

phylogeny of RSSC
phylotype I strains

https://doi.org/10.6084/m9.figshare.33198744
[147]




DataFile 4 | Maximume-likelihood (.pdf) Figshare,
phylogeny of RSSC https://doi.org/10.6084/m9.figshare.33198762
phylotype IIA strains [148]

DataFile 5 | Maximume-likelihood (.pdf) Figshare,
phylogeny of RSSC https://doi.org/10.6084/m9.figshare.33198768
phylotype IIB strains [149]

DataFile 6 | Maximume-likelihood (.pdf) Figshare,
phylogeny of RSSC https://doi.org/10.6084/m9.figshare.33198786
phylotype Il strains [150]

DataFile 7 | Distribution of gene (.pdf) Figshare,
families across the RSSC https://doi.org/10.6084/m9.figshare.33198807
pangenome [151]

Limitations

This study provides a broad overview of genomic diversity within the RSSC, based on genome
assemblies generated from short-read lllumina sequencing data only. Although these assemblies are
suitable for comparative genomics and pangenome analyses, they may limit the detection of structural
variants within the population. In addition, despite efforts to achieve broad representation across
phylotypes and geographical origins, some lineages remain underrepresented due to the unequal
availability of strains in biological collections, as it is the case for phylotype IV in this study. Therefore,
this dataset may not fully capture the global diversity of the RSSC. Nevertheless, it substantially
expands the currently available genomic resources and provides valuable insights into the accessory
genomic diversity of the RSSC.
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https://identifiers.org/biosample:SAMEA123305628,
https://identifiers.org/biosample:SAMEA123305629,
https://identifiers.org/biosample:SAMEA123305630,
https://identifiers.org/biosample:SAMEA123305631,
https://identifiers.org/biosample:SAMEA123305632,
https://identifiers.org/biosample:SAMEA123305633,
https://identifiers.org/biosample:SAMEA123305634,
https://identifiers.org/biosample:SAMEA123305635,
https://identifiers.org/biosample:SAMEA123305636,
https://identifiers.org/biosample:SAMEA123305637,
https://identifiers.org/biosample:SAMEA123305638,
https://identifiers.org/biosample:SAMEA123305639,
https://identifiers.org/biosample:SAMEA123305640,
https://identifiers.org/biosample:SAMEA123305641,
https://identifiers.org/biosample:SAMEA123305642,
https://identifiers.org/biosample:SAMEA123305643,
https://identifiers.org/biosample:SAMEA123305644,
https://identifiers.org/biosample:SAMEA123305645,
https://identifiers.org/biosample:SAMEA123305646,
https://identifiers.org/biosample:SAMEA123305647,
https://identifiers.org/biosample:SAMEA123305648,
https://identifiers.org/biosample:SAMEA123305649,
https://identifiers.org/biosample:SAMEA123305650,
https://identifiers.org/biosample:SAMEA123305651,
https://identifiers.org/biosample:SAMEA123305652,
https://identifiers.org/biosample:SAMEA123305653,
https://identifiers.org/biosample:SAMEA123305654,
https://identifiers.org/biosample:SAMEA123305655,
https://identifiers.org/biosample:SAMEA123305656,
https://identifiers.org/biosample:SAMEA123305657,
https://identifiers.org/biosample:SAMEA123305658,
https://identifiers.org/biosample:SAMEA123305659 and
https://identifiers.org/biosample:SAMEA123305660). The raw sequencing reads are available under
accessions numbers ERR17701311, ERR17701312, ERR17701313, ERR17701314, ERR17701315,
ERR17701316, ERR17701317, ERR17701318, ERR17701319, ERR17701320, ERR17701321,
ERR17701322, ERR17701323, ERR17701324, ERR17701325, ERR17701326, ERR17701327,
ERR17701328, ERR17701329, ERR17701330, ERR17701331, ERR17701332, ERR17701333,



ERR17701334, ERR17701335, ERR17701336, ERR17701337, ERR17701338, ERR17701339,
ERR17701340, ERR17701341, ERR17701342, ERR17701343, ERR17701344, ERR17701345,
ERR17701346, ERR17701347, ERR17701348, ERR17701349, ERR17701350, ERR17701351,
ERR17701352, ERR17701353, ERR17701354, ERR17701355, ERR17701356, ERR17701357,
ERR17701358, ERR17701359, ERR17701360, ERR17701361, ERR17701362, ERR17701411,

ERR17701412, ERR17701413, ERR17701414, ERR17701415, ERR17701416 and ERR17701417

(https://identifiers.org/ena.embl:ERR17701311,
https://identifiers.org/ena.embl:ERR17701313,
https://identifiers.org/ena.embl:ERR17701315,
https://identifiers.org/ena.embl:ERR17701317,
https://identifiers.org/ena.embl:ERR17701319,
https://identifiers.org/ena.embl:ERR17701321,
https://identifiers.org/ena.embl:ERR17701323,
https://identifiers.org/ena.embl:ERR17701325,
https://identifiers.org/ena.embl:ERR17701327,
https://identifiers.org/ena.embl:ERR17701329,
https://identifiers.org/ena.embl:ERR17701331,
https://identifiers.org/ena.embl:ERR17701333,
https://identifiers.org/ena.embl:ERR17701335,
https://identifiers.org/ena.embl:ERR17701337,
https://identifiers.org/ena.embl:ERR17701339,
https://identifiers.org/ena.embl:ERR17701341,
https://identifiers.org/ena.embl:ERR17701343,
https://identifiers.org/ena.embl:ERR17701345,
https://identifiers.org/ena.embl:ERR17701347,
https://identifiers.org/ena.embl:ERR17701349,
https://identifiers.org/ena.embl:ERR17701351,
https://identifiers.org/ena.embl:ERR17701353,
https://identifiers.org/ena.embl:ERR17701355,
https://identifiers.org/ena.embl:ERR17701357,
https://identifiers.org/ena.embl:ERR17701359,
https://identifiers.org/ena.embl:ERR17701361,
https://identifiers.org/ena.embl:ERR17701411,
https://identifiers.org/ena.embl:ERR17701413,
https://identifiers.org/ena.embl:ERR17701415,

https://identifiers.org/ena.embl:ERR17701312,
https://identifiers.org/ena.embl:ERR17701314,
https://identifiers.org/ena.embl:ERR17701316,
https://identifiers.org/ena.embl:ERR17701318,
https://identifiers.org/ena.embl:ERR17701320,
https://identifiers.org/ena.embl:ERR17701322,
https://identifiers.org/ena.embl:ERR17701324,
https://identifiers.org/ena.embl:ERR17701326,
https://identifiers.org/ena.embl:ERR17701328,
https://identifiers.org/ena.embl:ERR17701330,
https://identifiers.org/ena.embl:ERR17701332,
https://identifiers.org/ena.embl:ERR17701334,
https://identifiers.org/ena.embl:ERR17701336,
https://identifiers.org/ena.embl:ERR17701338,
https://identifiers.org/ena.embl:ERR17701340,
https://identifiers.org/ena.embl:ERR17701342,
https://identifiers.org/ena.embl:ERR17701344,
https://identifiers.org/ena.embl:ERR17701346,
https://identifiers.org/ena.embl:ERR17701348,
https://identifiers.org/ena.embl:ERR17701350,
https://identifiers.org/ena.embl:ERR17701352,
https://identifiers.org/ena.embl:ERR17701354,
https://identifiers.org/ena.embl:ERR17701356,
https://identifiers.org/ena.embl:ERR17701358,
https://identifiers.org/ena.embl:ERR17701360,
https://identifiers.org/ena.embl:ERR17701362,
https://identifiers.org/ena.embl:ERR17701412,
https://identifiers.org/ena.embl:ERR17701414,

https://identifiers.org/ena.embl:ERR17701416 and

https://identifiers.org/ena.embl:ERR17701417) [27-85]. The genome assemblies are available under
accessions numbers GCA_987488815.1, GCA_987488825.1, GCA_987488845.1, GCA_987488865.1,
GCA _987488885.1, GCA_987488895.1, GCA_987488925.1, GCA_987488955.1, GCA_987488965.1,
GCA _987488975.1, GCA_987488985.1, GCA_987488995.1, GCA_987489025.1, GCA_987489035.1,
GCA_987489055.1, GCA_987489065.1, GCA_987489075.1, GCA_987489085.1, GCA_987489095.1,
GCA _987489105.1, GCA_987489115.1, GCA_987489125.1, GCA_987489135.1, GCA_987489145.1,
GCA _987489155.1, GCA_987489165.1, GCA_987489175.1, GCA_987489185.1, GCA_987489195.1,
GCA_987489205.1, GCA_987489215.1, GCA_987489225.1, GCA_987489235.1, GCA_987489245.1,
GCA _987489255.1, GCA_987489265.1, GCA_987489275.1, GCA_987489285.1, GCA_987489295.1,
GCA _987489305.1, GCA_987489315.1, GCA_987489325.1, GCA_987489335.1, GCA_987489345.1,



GCA_987489355.1, GCA_987489365.1, GCA_987489375.1, GCA_987489385.1, GCA_987489395.1,
GCA_987489405.1, GCA_987489415.1, GCA_987489425.1, GCA_987489435.1, GCA_987489445.1,
GCA 987489455.1, GCA_987489465.1, GCA_987489475.1, GCA_987489485.1 and GCA_987489495.1
(https://identifiers.org/ncbi/insdc.gca:GCA_987488815.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987488825.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987488845.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987488865.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987488885.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987488895.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987488925.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987488955.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987488965.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987488975.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987488985.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987488995.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489025.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489035.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489055.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489065.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489075.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489085.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489095.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489105.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489115.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489125.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489135.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489145.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489155.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489165.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489175.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489185.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489195.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489205.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489215.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489225.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489235.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489245.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489255.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489265.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489275.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489285.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489295.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489305.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489315.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489325.1,



https://identifiers.org/ncbi/insdc.gca:GCA_987489335.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489345.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489355.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489365.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489375.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489385.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489395.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489405.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489415.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489425.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489435.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489445.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489455.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489465.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489475.1,
https://identifiers.org/ncbi/insdc.gca:GCA_987489485.1 and
https://identifiers.org/ncbi/insdc.gca:GCA_987489495.1) [86—144]. The results of genome analysis
have been uploaded to the Figshare repository [145-151].
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