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[bookmark: _GoBack]Figure 1. Single-cell transcriptomic atlas of MSS and MSI-H COAD. A. UMAP visualization identifying single-cell clusters and representative marker genes in MSS and MSI-H COAD. B. UMAP projections displaying the distribution of major cell populations across MSS and MSI-H COAD subtypes. C. Kaplan-Meier survival curves for distinct stromal cell subsets based on transcriptomic ssGSEA scores
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Figure 2. Single-cell resolution profiling of local microenvironments defined by ADAM28⁺ CAFs and COL1A2⁺ CAFs. A. Spatial transcriptomic scoring showing the colocalization of ADAM28⁺ CAFs and COL1A2⁺ CAFs with COAD cells. B. Neighborhood marker co-expression patterns highlighting differential spatial localization and co-expression relationships between ADAM28 and COL1A2. C. Neighborhood clustering optimization identifying $k = 6$ as the optimal number of clusters. D. Comparison of cell-cell communication intensity among stromal cell populations. E. Transcriptomic analysis of GEO treatment cohorts showing differential cell infiltration across therapeutic regimens. 

[image: SF3]Figure 3. ADAM28⁺ CAFs and COL1A2⁺ CAFs modulate endothelial cell function. A. Spatial colocalization analysis of endothelial cell subpopulations. B. Differential cell-cell communication networks between ADAM28⁺/COL1A2⁺ CAFs and endothelial cells, highlighting distinct spatial organization and co-expression profiles. C. Interaction strengths of cell-cell communication between ADAM28⁺/COL1A2⁺ CAFs and endothelial cells. D. Overall cell-cell communication patterns showing no statistically significant differences between ADAM28⁺/COL1A2⁺ CAFs and Schwann cells.
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