Table 3. Molecular docking results for Rutin against the top 11 proteins with Co-crystalized ligands. 
	Protein Name 
	Pdb Id 
	Co-Crytal Name 
	Co-Crytal Docking Score (kcal/mol)
	Co-Crystal Amino Acid Interaction
	Rutin Docking Score (kcal/mol)
	Amino Acid Interactions 

	Estrogen receptor alpha 


	1SJ0
	(2S,3R)-2-(4-(2-(PIPERIDIN-1-YL)ETHOXY)PHENYL)-2,3-DIHYDRO-3-(4-HYDROXYPHENYL)BENZO[B][1,4]OXATHIIN-6-OL
	-9.1
	PHE404, GLU353, HIE524
	-9.2
	PHE404, GLU353, CYS530

	Hepatocyte Growth Factor Receptor (c-MET kinase domain)
	3VW8
	N-({4-[(6,7-dimethoxyquinolin-4-yl)oxy]phenyl}carbamothioyl)-2-phenylacetamide
	-8.2
	PHE1200,  ASH1222 ,GLU1127, LYS1110, MET1160
	-6.4
	PHE1223, ASP1231

	Myeloid cell leukemia-1 


	4WMR
	7-[2-(1H-imidazol-1-yl)-4-methylpyridin-3-yl]-3-[3-(naphthalen-1-yloxy)propyl]-1-[2-oxo-2-(piperazin-1-yl)ethyl]-1H-indole-2-carboxylic acid
	-7.7
	PHE270
	-7.8
	ARG263, LEU246

	Insulin-like growth factor 1 receptor 


	5FXQ
	5-chloranyl-4-imidazo[1,2-a]pyridin-3-yl-N-(5-methyl-1-piperidin-4-yl-pyrazol-4-yl)pyrimidin-2-amine
	-6.5
	MET1082
	-8
	MET1082, ASP1086

	Tumor Necrosis Factor-alpha 
	7JRA
	2-[5-(3-chloro-4-{[(1R)-1-(2-fluorophenyl)ethyl]amino}quinolin-6-yl)pyrimidin-2-yl]propan-2-ol
	-8.6
	TYR195
	-5.7
	TYR135, ILE123

	Tumor Necrosis Factor-alpha 
	7KP9
	1-{[2-(difluoromethoxy)phenyl]methyl}-2-methyl-6-[6-(piperazin-1-yl)pyridin-3-yl]-1H-benzimidazole
	-5.4
	TYR59
	-6.1
	TYR59, ILE58, LEU57

	Transformation-related protein 53
	8F0W
	1-[4-(4-ethylpiperazin-1-yl)-3-fluorophenyl]butan-1-one
	-7.9
	ASH1521
	-6.3
	TYR1502, MET1584, TRP1495

	Epidermal Growth Factor Receptor kinase domain
	8F1X
	propan-2-yl 2-[[4-[2-(dimethylamino)ethyl-methyl-amino]-2-methoxy-5-(propanoylamino)phenyl]amino]-4-(1-methylindol-3-yl)pyrimidine-5-carboxylate
	-9.2
	LYS754, PHE723
	-7.8
	ASN842, ASP800,  LEU718, GLU762, MET793

	Matrix Metalloproteinase-9

	8K5W
	2-[[5-fluoranyl-7-(methylamino)-1H-indol-2-yl]carbonyl]-N-(2-pyrrol-1-ylethyl)-3,4-dihydro-1H-isoquinoline-7-carboxamide
	-8.2
	ALA191, PHE110, EAL101,TYR179
	-7.9
	GLY233, PHE110, ASP103

	Heat shock protein 90 beta
	8W8K
	5-[2,4-dihydroxy-5-(propan-2-yl)phenyl]-4-(1-methyl-1H-indol-5-yl)-2,4-dihydro-3H-1,2,4-triazol-3-one
	-7.1
	THR184, ASP93, GLY97, LYS58
	-8.2
	GLY132, GLY135,G37, GLY108, LYS58

	Matrix Metalloproteinase-2
	8H78
	(2~{R})-2-[[4-[(4-aminocarbonylphenyl)carbonylamino]phenyl]sulfonylamino]-5-[(2~{S},4~{S})-4-azanyl-2-[[(2~{S})-1-[[(2~{S})-1-[(5-azanyl-5-oxidanylidene-pentyl)amino]-5-oxidanyl-1,5-bis(oxidanylidene)pentan-2-yl]-methyl-amino]-4-methyl-1-oxidanylidene-pentan-2-yl]carbamoyl]pyrrolidin-1-yl]-5-oxidanylidene-pentanoic acid
	-6.8
	LEU138, THR144, ALA88
	-9.3
	TYR143, HIS121


