Supplementary Table 2. Discovery genome-wide association study datasets used for polygenic risk score analyses. 
	Trait
	GWAS Source (First Author, Year)
	Consortium / Study
	Ancestry
	PMID / DOI
	PRS SNPs (n)

	Major Depressive Disorder (MDD)
	Adams et al., 2025
	Psychiatric Genomics Consortium (PGC)
	European
	3981409
	153,125

	Bipolar Disorder (BD)
	O’Connell et al., 2025
	PGC
	European
	39843750
	45,977

	Schizophrenia (SCZ)
	Trubetskoy et al., 2022
	PGC
	European
	35396580
	103,930

	Alcohol Dependence
	Walters et al., 2019
	PGC + MVP
	European
	30482948
	136,447

	Alcohol Use (AUDIT / Drinks per week)
	Sanchez-Roige et al., 2019
	PGC + UKBiobank (UKB)
	European
	30336701
	160,539

	Antidepressant Response (SSRI)
	Lo et al., 2025
	UKB
	European
	40510220
	145,440 All: 145,440; one MDD: 145,380; ≥ two MDD: 145,412


The table summarizes each trait, source publication, contributing consortium or study, ancestry, PMID or DOI, and the number of variants included in each polygenic risk score. GWAS, genome-wide association study; PRS, polygenic risk score; PGC, Psychiatric Genomics Consortium; MVP, Million Veteran Program; UKB, UK Biobank; AUDIT, Alcohol Use Disorders Identification Test; SSRI, selective serotonin reuptake inhibitor.
