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Supplementary Figure 3. Sample-level rarefaction curves (n = 663). For each Malaise-trap sample, OTU accumulation (y-axis: number of OTUs)

is plotted against sequencing depth (x-axis: number of reads). Curves are colored by sequencing depth category (blue: > 100k reads; red: < 100k
reads), illustrating that all included samples reach an asymptote.



