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(a) norm_mass vs gain (H3: null)

Domain A · Math
Domain B · Clinical

Domain A · Math Domain B · Clinical
0.0

0.2

0.4

0.6

0.8

1.0

A
cc

ur
ac

y 
(m

aj
or

ity
-o

f-
3)

(b) RO Magnet robustness check

RO
HC

Main report (full n)
Robustness check (RO-errored removed n)
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1.000 1.000
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* RO=1.0 by construction in filtered set; does not reflect true performance

Honest boundaries & robustness: norm_mass does not linearly predict gain, RO edge is not a conditioning artifact

H3 Pearson: A r=-0.122 p=0.179  B r=-0.082 p=0.318  |  H3 Spearman: A =-0.137 p=0.131  B =-0.070 p=0.392
H4 mass×domain: =0.0062 p=0.8088    

A : RO=0.577 HC=0.293  |  RO  (n=71) HC=0.479    B : RO=0.767 HC=0.467  |  RO  (n=115) HC=0.591  [RO =1.0 ]

norm_mass does not linearly predict gain: r~-.10, p>.17; interaction p=.809. RO-filtered bars are a robustness check only  conditioning inflates estimates.


