Supplementary Methods: Primers and amplification conditions
	Gen
	Name F-R
	5’-3’
	Author

	secY
	secYF*
	ATGCCGATCATTTTTGCTTC
	Ahmed et al., 2006

	
	secYR*
	CCGTCCCTTAATTTTAGACTTCTTC
	

	pntA
	pntA-F1.1
	ACATTAGGAAAAATGAAACCAGG
	Our own design

	
	pntA-F1.2
	ACATTAGCAAAGATTAAACCGGG
	

	
	pntA-R-1.1
	TGTCCGTGTTTCGTATATTCGC
	

	
	pntA-R-1.2
	TGTCCRTGTTTTGTATATTCGC
	

	lipL32
	lipL32Fd
	ATCTCCGYTGCACTCTTTGCA
	Varni et al., 2014

	
	lipL32Rd
	TCACCATCATCATCATCGTYCAA
	

	lipL41
	lipL41F4d
	GATGTAGRATATCCRGTATTC
	

	
	lipL41R3
	ACGATTTCTTCGTAACCTTCTTG
	

	cytB
	L15162
	GCAAGCTTCTACCATGAGGACAAATATC
	Irwin et al., 1991

	
	H15915
	AACTGCAGTCATCTCCGGTTTACAAGAC
	

	
	MVZ04—50
	GCAGCCCCTCAGAATGATATTTGTCCTC
	Hulva et al., 2004

	
	MVZ05—50 
	CGAAGCTTGATATGAAAAACCATCGTTG
	



Leptospira identification
To amplify secY gene fragment thermal conditions were 95 °C for 5 min, 3 cycles at 95 °C for 10 sec, 58 °C for 10 sec, 72 °C for 15 sec, 3 cycles at 95 °C for 10 sec, 56 °C for 10 sec, 72 °C for 15 sec, 3 cycles at 95 °C for 10 sec, 54 °C for 10 sec, 72 °C for 15 sec, 36 cycles for 95 °C for 10 sec, 52 °C for 10 sec, 72 °C for 15 sec, and a final step at 75 °C for 2 min. 
To amplify pntA gene fragment thermal conditions were 95 °C for 5 min, 44 cycles at 95 °C for 15 sec, 56 °C for 15 sec, 72 °C for 30 sec, and a final step at 75 °C for 2 min. 
For both lipL32 and LipL41 genes fragment thermal conditions were 95 °C for 5 min, 42 cycles at 95 °C for 10 sec, 55 °C for 15 sec, 72 °C for 15 sec, and a final step at 75 °C for 2 min.
Bat species identification
For L15162/H15915 fragment thermal conditions were 95 °C for 5 min, 45 cycles at 95 °C for 15 sec, 45 °C for 20 sec, 72 °C for 30 sec, and a final step at 75 °C for 2 min. 
For MVZ04—50/MVZ05—50 fragment thermal conditions were 95 °C for 5 min, 3 cycles at 95 °C for 15 sec, 68 °C for 20 sec, 72 °C for 30 sec, 3 cycles at 95 °C for 15 sec, 63 °C for 20 sec, 72 °C for 30 sec, 3 cycles at 95 °C for 15 sec, 60 °C for 20 sec, 72 °C for 30 sec, 44 cycles for 95 °C for 15 sec, 58 °C for 20 sec, 72 °C for 30 sec, and a final step at 75 °C for 2 min.
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