
-0.80

-0.84

-0.91

0.49

0.35

0.52

-0.89

-0.76

-0.82

GSE39582

GSE44076_corrected

TCGA_primary

Epithelial vs myeloid

Epithelial vs stromal

Myeloid vs stromal

-1.0

-0.5

0.0

0.5

1.0

a  Pairwise score dependence

2.8e-163.1e-16
1.7e-16

-16

-14

-12

GSE39582

GSE44076_corrected

TCGA_primary

lo
g1

0 
m

ax
im

um
 a

bs
ol

ut
e 

sc
or

e 
su

m

b  Numerical zero-sum identity

Weight-matrix rank = 2 (three vectors)

Maximum gene-wise weight sum = 2.22e-16

Therefore the three compartment scores are algebraic contrasts, not independent programs

c  Interpretation constraint


