


Supplementary Table S5. Dual-coder scoring records and final value–risk calculation
	Space gene category
	Governance attribute
	Coder
	Stability (S)
	Identifiability (I)
	Relationality (A)
	Disturbance (D)
	Notes on evidence

	Mountain/forest–village–farmland–water spatial-pattern gene
	Control boundary
	Coder 1
	5
	5
	5
	2
	Spatial maps, UAV images, field photographs, planning documents, interviews

	Mountain/forest–village–farmland–water spatial-pattern gene
	Control boundary
	Coder 2
	5
	5
	5
	4
	Spatial maps, UAV images, field photographs, planning documents, interviews

	Mountain/forest–village–farmland–water spatial-pattern gene
	Control boundary
	Final consensus
	5
	5
	5
	3
	Final score reached through material rechecking and consensus discussion

	Fishbone-shaped street-and-lane morphology gene
	Organisational skeleton
	Coder 1
	5
	5
	5
	5
	Road maps, street-lane survey, field photographs, walking observation

	Fishbone-shaped street-and-lane morphology gene
	Organisational skeleton
	Coder 2
	5
	5
	3
	5
	Road maps, street-lane survey, field photographs, walking observation

	Fishbone-shaped street-and-lane morphology gene
	Organisational skeleton
	Final consensus
	5
	5
	4
	5
	Final score reached through material rechecking and consensus discussion

	Multi-core centripetal spatial-node gene
	Public node
	Coder 1
	4
	5
	5
	3
	Node distribution map, activity observation, field photographs, interviews

	Multi-core centripetal spatial-node gene
	Public node
	Coder 2
	4
	5
	5
	3
	Node distribution map, activity observation, field photographs, interviews

	Multi-core centripetal spatial-node gene
	Public node
	Final consensus
	4
	5
	5
	3
	Final score reached through material rechecking and consensus discussion

	White-walls-and-grey-tiles courtyard gene
	Architectural unit
	Coder 1
	2
	5
	3
	5
	Courtyard survey, housing-renovation records, field photographs, interviews

	White-walls-and-grey-tiles courtyard gene
	Architectural unit
	Coder 2
	4
	3
	3
	5
	Courtyard survey, housing-renovation records, field photographs, interviews

	White-walls-and-grey-tiles courtyard gene
	Architectural unit
	Final consensus
	3
	4
	3
	5
	Final score reached through material rechecking and consensus discussion

	Post-and-lintel/interlocking timber-frame material gene
	Material interface
	Coder 1
	4
	4
	3
	5
	Material survey, construction photographs, field observation, interviews

	Post-and-lintel/interlocking timber-frame material gene
	Material interface
	Coder 2
	2
	4
	3
	5
	[bookmark: _GoBack]Material survey, construction photographs, field observation, interviews

	Post-and-lintel/interlocking timber-frame material gene
	Material interface
	Final consensus
	3
	4
	3
	5
	Final score reached through material rechecking and consensus discussion


Supplementary Table S5 continued. Final value–risk calculation
	Space gene category
	Governance attribute
	Final S
	Final I
	Final A
	Final D
	Value score V = (S + I + A) / 3
	Risk score R = D
	Governance state
	Rule orientation

	Mountain/forest–village–farmland–water spatial-pattern gene
	Control boundary
	5
	5
	5
	3
	5.00
	3
	Continuation
	Spatial-pattern continuity

	Fishbone-shaped street-and-lane morphology gene
	Organisational skeleton
	5
	5
	4
	5
	4.67
	5
	Repair
	Street-lane fabric repair

	Multi-core centripetal spatial-node gene
	Public node
	4
	5
	5
	3
	4.67
	3
	Adaptation
	Node multifunctionality

	White-walls-and-grey-tiles courtyard gene
	Architectural unit
	3
	4
	3
	5
	3.33
	5
	Adaptation
	Courtyard adaptation

	Post-and-lintel/interlocking timber-frame material gene
	Material interface
	3
	4
	3
	5
	3.33
	5
	Repair/adaptation
	Material-interface coordination


Note: The rows labelled “Coder 1” and “Coder 2” record the independent scores assigned by the two researchers. The rows labelled “Final consensus” record the values used in the manuscript after evidence rechecking and consensus review.


