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Table S1. The oligonucleotide sequences of plasmid, primers and probe used in this study.
	Name
	Sequence（5’ to 3’）
	  
	

	GBS Plasmid
(pUC57-cfb)
	TATAGGGGGAAAGAAAGCGCTTTGACGACCTTTTGGACAAGTAGTAAGATACCAACATGGGCCCTGTAAATTAAAAATACTGCAGTAGAAGTGATTTTAGTTTAAAGGAGGAAATTTATTATGAACGTTACACATATGATGTATCTATCTGGAACTCTAGTGGCTGGTGCATTGTTATTTTCACCAGCTGTATTAGAAGTACATGCTGATCAAGTGACAACTCCACAAGTGGTAAATCATGTAAATAGTAATAATCAAGCCCAGCAAATGGCTCAAAAGCTTGATCAAGATAGCATTCAGTTGAGAAATATCAAAGATAATGTTCAGGGAACAGATTATGAAAAACCGGTTAATGAGGCTATTACTAGCGTGGAAAAATTAAAGACTTCATTGCGTGCCAACCCTGAGACAGTTTATGATTTGAATTCTATTGGTAGTCGTGTAGAAGCCTTAACAGATGTGATTGAAGCAATCACTTTTTCAACTCAACATTT
	

	RPA primers
	
	Amplicon Size (bp)
	 Reference

	GBS-RPA-F1
	TTTCACCAGCTGTATTAGAAGTACATGCTGATC
	154
	Daher et al. 2014

	GBS-RPA-R1*
	ACTGTCTCAGGGTTGGCACGCAATGAAGTC
	
	

	GBS-RPA-F2
	TCTGGAACTCTAGTGGCTGGTGCATTGTTAT
	226
	This study

	GBS-RPA-R2
	CCACGCTAGTAATAGCCTCATTAACCGGTT
	
	

	GBS-RPA-F3*
	ATGAACGTTACACATATGATGTATCTATCTGGA
	220
	This study

	GBS-RPA-R3
	CATAATCTGTTCCCTGAACATTATCTTTGAT
	
	

	PCR primers
	
	
	

	GBS-PCR-F1 
	TTTCACCAGCTGTATTAGAAGTA
	154
	Ke et al. 2000

	GBS-PCR-R1
	GTTCCCTGAACATTATCTTTGAT
	
	

	ssDNA reporter
	6-FAM-TTATT-BHQ1
	
	


*Corresponds to the optimum RPA primers used in this study were labeled with asterisk.
[bookmark: _Hlk87551135]Table S2. The sequences and the corresponding target efficiency score of designed crRNAs.
	[bookmark: _Hlk79260097]Name
	Sequence (5’-3’)
	Target efficiency score

	crRNA1
	UAAUUUCUACUAAGUGUAGAUGUUUAAAGGAGGAAAUUUAU
	0.6616

	crRNA2
	UAAUUUCUACUAAGUGUAGAUAAGGAGGAAAUUUAUUAUGA
	0.7869

	crRNA3
	UAAUUUCUACUAAGUGUAGAUUUAUGAACGUUACACAUAUG
	0.3007

	crRNA4
	[bookmark: OLE_LINK2]UAAUUUCUACUAAGUGUAGAUACCAGCUGUAUUAGAAGUAC
	0.9466

	crRNA5
	UAAUUUCUACUAAGUGUAGAUCCACUUGUGGAGUUGUCACU
	0.6349

	crRNA6
	UAAUUUCUACUAAGUGUAGAUCAUGAUUUACCACUUGUGGA
	0.4649

	crRNA7
	UAAUUUCUACUAAGUGUAGAUCUGGGCUUGAUUAUUACUAU
	0.5856

	crRNA8
	UAAUUUCUACUAAGUGUAGAUAAUUCUAUUGGUAGUCGUGU
	0.5628

	crRNA9*
	UAAUUUCUACUAAGUGUAGAUUCAACUGAAUGCUAUCUUGA
	0.3801

	crRNA10
	UAAUUUCUACUAAGUGUAGAUAUAUUUCUCAACUGAAUGCU
	0.3525

	crRNA11
	UAAUUUCUACUAAGUGUAGAUAUAAUCUGUUCCCUGAACAU
	0.7998

	crRNA12
	UAAUUUCUACUAAGUGUAGAUCACGCUAGUAAUAGCCUCAU
	0.8641


[bookmark: _Hlk79260188]Bold characters represent a crRNA binding region and targeted PAM-proximal truncate sequence.
*The final sequence of crRNA used for CRISPR-GBS assay.
Abbreviations: crRNA, guide RNA.

