Integrated multi-tissue analysis reveals coordinated HPGL axis regulation of reproduction in Schizopygopsis younghusbandi under elevated temperature stress
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[image: 副图1]Fig. S1. Hepatic transcriptome; (A) Number of differentially expressed genes in liver transcriptome; (B–G) Heatmaps of differentially expressed genes enriched in KEGG pathways.
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F  Drug metabolism - other enzymes
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(G Glycine, serine and threonine metabolism
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