Supplementary Figure and legends 
Fig. S1. The expression of circCOQ10A in GC patients and GC cells. (A) RT-qPCR analysis of the expression of circCOQ10A in 10 pairs of GC tissue samples. (B) RT-qPCR analysis of the expression of circCOQ10A in GC cell lines and GES-1 cells. 
Fig. S2. CircCOQ10A KD inhibited GC cell growth and invasion and abolished METTL14 KD-induced pro-tumor effects. (A) CCK-8 analysis of the effects of co-transfection with METTL14 KD and (or) circCOQ10A KD on the GC cell viability. (B) Colony formation and (C) Transwell analysis of the effects of co-transfection with METTL14 KD and (or) circCOQ10A KD on the colony formation ability and GC cell invasion. 
Fig. S3. The potential target miRNAs sponged by circCOQ10A were identified by m6A-circRNA profiling and miRbase. 
Fig. S4. The effects of miR-144-3p on circCOQ10A expression and their functional interactions in GC cells. (A) RT-qPCR analysis of the effects of miR-144-3p mimics on circCOQ10A expression levels in MKN-45 and AGS cell lines. (B) RT-qPCR analysis of the effects of miR-144-3p inhibitors on circCOQ10A expression levels in HGC-27 cell line. (C) CCK-8 analysis of the effects of co-transfection with circCOQ10A OE and (or) miR-144-3p mimics on cell viability in HGC-27 cell line. (D) CCK-8 analysis of the effects of co-transfection with circCOQ10A KD and (or) miR-144-3p inhibitors on cell viability in MKN-45 and AGS cell lines. 
Fig. S5. TISIDB analysis of the association of MAPK6 with the tumor immune microenvironment. (A) Cluster mapping of the association of MAPK6 with the neutrophil polarization across the variety of cancer types including STAD. (B) The correlation between MAPK6 and the expression of CXCL2 and CXCR2 in STAD. (C) RT-qPCR analysis of the effect of co-treatment with sh-circCOQ10A and/or MAPK6 plasmids on the expression levels of TGF-β, CXCL2, CXCR2, iNOS, TNF-α, IL-1β, Arg-1 and CD206 in TANs. (D) Flow cytometry analysis of the number of CD11b+ cells after co-treatment with sh-circCOQ10A and/or MAPK6 plasmids in TANs. (E) Transwell analysis of the invasive ability of TANs after co-treatment with sh-circCOQ10A and/or MAPK6 plasmids. Data are presented as the means ± SEM of three experiments.













Supplementary Tables

	Table S1 The sequences of the primers

	Gene
	Primer
	Sequence (5'-3')

	U6
	Forward
	CGCTTCGGCAGCACATATAC

	
	Reverse
	AAATATGGAACGCTTCACGA

	homo GAPDH
	Forward
	TCAAGAAGGTGGTGAAGCAGG 

	
	Reverse
	TCAAAGGTGGAGGAGTGGGT

	Homo m6A
	Forward
	CTGAGCTGAACATGACCTTCC

	
	Reverse
	TGGAGCGAGTAGAGTGGATGT

	Homo circCOQ10A
	Forward
	AACGGAAACGGAGTTGTCTT

	
	Reverse
	GGGCTGAATCGCCAAATAGT

	hsa-miR-144-3p
	Loop 
	GTCGTATCCAGTGCAGGGTCCGAGG
TATTCGCACTGGATACGACAGTACATC

	
	Forward
	TGCGCTACAGTATAGATGAT

	HomoMETTL14
	Forward
	TGCTGGACTTGGGATGAT

	
	Reverse
	CCGTCTGTGCTACGCTTC

	Homo COQ10A
	Forward
	CCAACGTCCAGGAGTATCGT

	
	Reverse
	GCCTTGACCATGTGAGGTTT

	Homo MAPK6

	Forward
	GCTTAGTTCCCAGCATGAGC

	
	Reverse
	CTCCCCACCACTCACAAACT

	
	
	












