Table 1: Number (%) of antibiotic-resistant Enterococcus isolates collected from healthy traditional chicken cecum 
	Antibiotic 
	E. faecium
n=75
	E. gallinarum
n=14
	E. faecalis
n=13
	E. durans
n=2
	E. casseliflavus
n= 1
	Total enterococcib
n=105

	Linezolid 
	2
	2
	3
	-
	-
	7 (6.7%)

	Vancomycin
	-
	14
	-
	-
	1
	15 (14.3%)

	Teicoplanin
	-
	-
	-
	-
	-
	0 (0 %) 

	Ampicillin 
	3
	2
	-
	-
	-
	5 (4.8%)

	Streptomycina
	12
	1
	1
	-
	-
	14 (13.3%)

	Gentamicina
	15
	3
	5
	-
	-
	23 (21.9%)

	Kanamycina
	35
	4
	4
	1
	1
	45 (42.9%)

	Chloramphenicol
	9
	3
	3
	1
	-
	16 (15.2%) 

	Tetracycline
	64
	13
	8
	1
	1
	87 (82.9%) 

	Erythromycin
	48
	14
	10
	1
	1
	74 (70.8%)

	Ciprofloxacin
	67
	11
	7
	-
	-
	85 (81%)

	Trimethoprim– sulfamethoxazole
	33
	8
	7
	-
	-
	48 (45.7%)

	Pristinamycin
	6
	4
	8
	-
	-
	18 (17.1%)

	Fosfomycin
	18
	1
	-
	-
	-
	19 (18.1%)

	Rifampicin
	11
	7
	7
	-
	-
	25 (23.8%) 


     
aHigh level resistance
bNumber of isolates (%)

Table 2: Genetic characterization of Enterococcus isolates recovered from traditional chicken caecum harboring acquired antimicrobial resistance genes
	Species 
	Antibiotic Resistance (number of isolates)
	Antibiotic resistance genes detected (number of isolates) 

	
E. faecium 
(n=75)
	Linezolid (2) 
Tetracycline (64) 
Erythromycin (48)
Chloramphenicol (9)
Gentamicin (15) 
	optrA (2) 
tet(M) (41); tet(L) (13); tet(M)+tet(L) (10)
erm(B) (44) 
fex(B) (6) ; catA (1); fex(A) (1); catA + fexA (1) 
aac(6’)-Ie- aph(2”)-Ia (12) 

	
E. faecalis
(n=13)
	Linezolid (3) 
Tetracycline (8)
Erythromycin (10)
Chloramphenicol (3)
Gentamicin (5)
	optrA (3)
tet(M) (3); tet(L) (2); tet(M)+tet(L) (3)
erm(B) (10) 
fex(A) (3) 
aac(6’)-Ie- aph(2”)-Ia (5) 

	E. gallinarum
(n=14) 
	Linezolid (2)
Vancomycin (14)
Tetracycline (13)
Erythromycin (14)
Chloramphenicol (3)
Gentamicin (3)
	optrA (2)
vanC1 (14)a
tet(M) (10); tet(L) (2); tet(M) +tet(L) (1) 
erm(B) (14)
catA (3)
aac(6’)-Ie- aph(2”)-Ia (3)

	E. durans 
(n=2)
	Tetracycline (1)
Erythromycin (1) 
Chloramphenicol (1) 
	tet(M) (1)
erm(B) (1)
-

	E. casseliflavus
(n=1)
	Vancomycin (1)
Tetracycline (1)
Erythromycin (1) 
Gentamicin (1)
	vanC2/3 (1)a
tet(L) (1)
erm(B) (1)
aac(6’)-Ie- aph(2”)-Ia (1) 



aIntrinsic resistance



Table 3: Characteristics of the enterococci with acquired linezolid resistance collected from chicken cecum of traditional farms
	Strain
	Species 
	Farm 
	Origin 
	Resistance phenotype 
	Linezolid resistance genes 
	Other acquired resistance genes  
	Virulence genes
	Sequence type 

	ET208
	E. faecium
	Farm 2
	E6 
	LZD GEN KAN CIP TET CHL ERY RIF SXT
	optrA
	tet(M) tet(L) fex(B) aac(6’)-Ie- aph(2”)-Ia 

	hyl gelE
	ST2516

	ET210
	E. faecium
	Farm 3
	E22
	LZD GEN KAN CIP TET CHL ERY SXT
	optrA
	tet(L) fex(B) 
aac(6’)-Ie- aph(2”)-Ia 

	hyl
	ST2516

	ET190
	E. faecalis
	Farm 3
	E19
	LZD GEN KAN CIP TET CHL ERY SXT
	optrA
	tet(M) tet(L) erm(B)
fex(A)  aac(6’)-Ie- aph(2”)-Ia 
	hyl
	ST476

	ET209
	E. faecalis
	Farm 3
	E20
	LZD CIP TET ERY RIF SXT
	optrA
	tet(M) tet(L) erm(B)
	hyl
	ST40 

	ET278
	E. faecalis
	Farm 3
	E23
	LZD GEN RIF ERY CHL SXT
	optrA
	erm(B) aac(6’)-Ie- aph(2”)-Ia 

	-
	ST249

	ET206
	E. gallinarum
	Farm 3
	E21
	LZD VAN* GEN KAN STR CIP TET CHL PRST ERY SXT
	optrA
	tet(M) tet(L) erm(B)
aac(6’)-Ie- aph(2”)-Ia 

	hyl agg
	
-

	ET281
	E. gallinarum
	Farm 4
	E27
	LZD VAN* GEN ERY CHL PRST FOS RIF SXT
	optrA
	tet(M) erm(B) 
aac(6’)-Ie- aph(2”)-Ia 

	agg
	
-



VAN: vancomycin, LZD: linezolid; GEN: gentamicin, CHL: chloramphenicol, PRST: pristinamycin, FOS: fosfomycin, ERY: erythromycin, RIF: rifampicin, SXT: trimethoprim– sulfamethoxazole, CIP: ciprofloxacin, KAN: kanamycin, TET: tetracycline. 
[bookmark: _GoBack]*VAN resistance is intrinsic in E. gallinarum species due to the presence of the vanC1 gene. 
