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Supplementary Table 1. Summary of best performing pre-trained models used in Phase I of model development
	Model
	Epoch
	Training Loss
	Training Accuracy
	Validation Loss
	Validation Accuracy

	VGG16
	1
	0.68252194
	0.599375129
	0.671214879
	0.611271679

	VGG19
	1
	0.75149292
	0.592084706
	0.668346405
	0.611271679

	MobileNet
	32
	4.08835697
	0.999305665
	5.812645912
	0.729768813

	NASNet
	17
	26.4456749
	0.870334983
	26.33805466
	0.722543359

	Inception
	37
	0.99170542
	0.719493151
	1.001205921
	0.718208075

	Xception
	22
	14.0182409
	0.851067543
	13.86819935
	0.726878583

	ResNet50
	30
	0.93254167
	0.826245427
	1.253872991
	0.699421942

	ResNet101
	41
	1.74049258
	0.770699561
	1.826640964
	0.712427735

	ResNet152
	53
	0.87049359
	0.771220267
	0.98203826
	0.712427735

	DenseNet121
	41
	0.54340667
	0.774518311
	0.650499701
	0.739884377

	DenseNet169
	39
	0.66930509
	0.736851215
	0.707043409
	0.732658982

	DenseNet201
	35
	0.67855704
	0.753167868
	0.737798154
	0.728323698





Supplementary Table 2. Test of interaction between potential confounders and ensemble model predicted probability to predict the risk of drug-resistance
	Interaction with 
	OR
	95 % CI
	P

	Validation Set

	Age categories
	1.14
	0.69 – 1.90
	0.6064

	Male sex
	1.59
	0.75 – 3.39
	0.2299

	Country categories
	0.75
	0.47 – 1.21
	0.2408

	Anemia
	0.16
	0.01 – 1.69
	0.1273

	HIV
	3.75
	0.36 – 39.4
	0.2695

	Diabetes
	1.32x10-7
	0.00 - ∞
	0.9834

	Other comorbidity
	0.31
	0.12 – 0.79
	0.0134

	Any comorbidity
	0.35
	0.16 – 0.74
	0.0063

	Test Set

	Age categories
	1.27
	0.79 – 2.06
	0.3303

	Male sex
	1.12
	0.51 – 2.46
	0.7825

	Country categories
	0.76
	0.48 – 1.21
	0.2470

	Anemia
	0.62
	0.05 – 7.67
	0.7131

	HIV
	4.49
	0.45 – 44.6
	0.1998

	Diabetes
	0.60
	0.09 – 4.04
	0.5982

	Other comorbidity
	0.16
	0.05 – 0.45
	0.0006

	Any comorbidity
	0.65
	0.30 – 1.39
	0.2611





Supplementary Figure S1: Calibration plots for the model in the validation and test sets. Plots show observed range of probabilities across deciles of the expected probabilities. Shaded region shows 95% confidence interval around a fitted, smoothed line (dark blue line). Short, red, vertical lines indicate individual observations with estimated probability in ground truth categories labeled as 1 (above the dashed horizontal line) and 0 (below the dashed horizontal line).
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