able 2. Genome-level evidence supporting the six inferred animal-to-human transitions in Klebsiella pneumoniae ST11
	Transition
	Human genome accessions
	Onward human spread
	Human isolate: year, country, source
	Human sequencing programme (BioProject)
	Closest animal genome accession
	Animal host, year
	Animal sequencing programme (BioProject)
	SNP distance
	Carbapenemase, human / animal

	A1
	GCA_039516905.1
	No
	2024, USA, urine
	CDC (PRJNA288601)
	GCA_021903895.1
	Dog, 2019
	Vet-LIRN, FDA (PRJNA325243)
	1
	NDM-5 / NDM-5

	A2
	GCA_048045515.1, GCA_048867645.1
	Yes
	2025, USA, blood
	CDC (PRJNA288601)
	GCA_033861735.1
	Dog, 2023
	University of Pennsylvania (PRJNA715470)
	2
	NDM-5 / NDM-5

	A3
	GCA_023351955.4, GCA_040962755.1, GCA_040963655.1
	Yes
	2022–2024, USA, urine
	CDC (PRJNA288601)
	GCA_021903895.1
	Dog, 2019
	Vet-LIRN, FDA (PRJNA325243)
	3
	NDM-5, VIM-4 / NDM-5

	A4
	GCA_049886775.1
	No
	2025, USA, urine
	CDC (PRJNA288601)
	GCA_021903895.1
	Dog, 2019
	Vet-LIRN, FDA (PRJNA325243)
	4
	NDM-5 / NDM-5

	A5
	GCA_047225465.1
	No
	2023, USA, urine
	New York City Public Health Laboratory (PRJNA1106484)
	GCA_027608335.1
	Dog, 2022
	University of Pennsylvania (PRJNA715470)
	5
	None / NDM-5

	A6
	GCA_040704825.1
	No
	2023, Portugal, nasal swab from veterinarian
	CIISA (PRJNA1131754)
	GCA_035284225.1
	Dog, 2022
	INIAV (PRJNA1023396)
	7
	None / None


Notes: Each transition is defined by one or more human genomes nested within the North American animal-associated KL105 lineage; where more than one accession is listed, the genomes form a supported human clade descending from that transition. SNP distance is the core-genome distance between the human genome and its nearest sampled animal relative, which was collected earlier in every case. No BioProject contributed both human and animal ST11 genomes, so all six transitions crossed a sequencing-programme boundary. Full provenance and genotype for all 272 genomes are given in Table S1.
Abbreviations: CDC, Centers for Disease Control and Prevention; Vet-LIRN, Veterinary Laboratory Investigation and Response Network, United States Food and Drug Administration Center for Veterinary Medicine; CIISA, Centre for Interdisciplinary Research in Animal Health, Faculty of Veterinary Medicine, University of Lisbon; INIAV, Instituto Nacional de Investigação Agrária e Veterinária (National Institute for Agrarian and Veterinary Research); NDM, New Delhi metallo-β-lactamase; VIM, Verona integron-encoded metallo-β-lactamase; SNP, single-nucleotide polymorphism.
