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Table. 1 The value of the binding constants (KD) for GP10 binding to HMGB1-full length, HMGB1 A-box HMGB1 B-box.
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	KD(M)
	Rmax(RU)
	offset(RU)
	Chi2(RU2)

	HMGB1-Full length
	3.79×10-5
	13.14
	0.57
	0.57

	HMGB1 A-box
	9.86×10-5
	18.33
	-0.54
	0.11

	HMGB1 B-box
	5.08×10-5
	8.62
	0.03
	0.12


Table. 2 The relative contents of α-helix and random coil in HMGB1 in the absence or presence of GP10
	
	α-helix(%)
	random coil (%)

	HMGB1
	41.79
	28.30

	HMGB1-GP10
	45.52
	26.69


Table. 3 Particle size and distribution coefficient of HMGB1.
	Samples
	Cumulant Radius (nm)
	PdI

	HMGB1
	3.30
	0.07

	HMGB1-GP10
	2.86
	0.06


Table. 4 The Tm value (△Tm) of HMGB1 in the absence or presence of GP10.
	Compounds
	Tm(℃)
	△Tm(℃)

	HMGB1
	48.83
	-

	HMGB1-GP10
	49.61
	0.78



