oD 0.4 oD 2.0 SPI12 oD 0.3 24h C-starved 5h C-starved

Precursor tRNA Position tRF Sequence SRR11688420|SRR11688421|SRR11688422|SRR11688423| SRR11688424|SRR11688425| SRR2149854 | SRR2149882 | SRR2149890 | SRR2149893 | SRR2149895 | SRR2149899 | #SRR
tRNA-Ala-GGC-2-1 | 27 - 46 AGAGGUCAGCGGUUCGAUCC 0 2376 0 5716 0 2440 0 0 0 0 0 0 3
tRNA-Ala-TGC-2-1 | 29 - 56 GAGGUCUGCGGUUCGAUCCCGCAUAGCU 0 6383 0 17581 0 4478 0 0 79 87 64 59 7
tRNA-Arg-CCG-1-1 | 43 - 67 AGGUUCGAAUCCUGUCGGGCGUACC 1320 0 503 0 1642 0 0 0 60 65 76 73 7
tRNA-Asn-GTT-2-1 | 52 - 82 UGUCACUGGUUCGAGUCCAGUCAGAGGAGCC 13646 146 3911 326 18752 0 237 259 1094 1201 574 508 11
tRNA-Asp-GTC-2-1 | 40 - 73 GGGGGUCGCGGGUUCGAGUCCCGUCCGUUCCGLC 0 0 0 0 0 0 498 551 1844 2025 1015 891 6
tRNA-Cys-GCA-2-1 | 61 - 84 AGGUUCGAAUCCUUCCCCCACCAC 1996 490 1109 471 2164 300 0 0 225 233 270 254 10
tRNA-fMet-CAT-2-1| 33 - 70 ACCCGAAGGUCGUCGGUUCAAAUCCGGCCCCCGCAACC 0 0 0 0 0 0 3467 3844 18754 20604 15809 13831 6
tRNA-GINn-CTG-1-1 | 24 - 60 UCCGGCAUUCCGAGGUUCGAAUCCUCGUACCCCAGCC 0 0 0 0 0 0 220 243 1033 1134 715 627 6
tRNA-GIN-TTG-1-1 | 44 - 74 AUUCCCUGGUUCGAAUCCAGGUACCCCAGCC 895 0 560 0 1143 267 147 162 771 847 380 333 10
tRNA-GIu-TTC-2-1 | 37 - 72 GGCGGUAACAGGGGUUCGAAUCCCCUAGGGGACGCC 0 0 0 0 0 0 0 643 2280 2503 1266 1108 5
tRNA-GIu-TTC-2-1 | 24 - 48 CCCUUUCACGGCGGUAACAGGGGUU 16128 0 9865 883 0 1114 0 0 0 0 0 0 4
tRNA-Leu-CAA-1-1 | 65 - 85 CGAGUCCGGCCUUCGGCACCA 0 0 0 0 0 0 0 0 87 92 67 60 4
tRNA-Leu-CAA-2-1 | 39 - 60 GUUCAAGUCCAGCAGGGGCCAC 204 0 73 0 243 6 0 0 0 0 0 0 4
tRNA-Leu-CAG-2-1 | 51 - 72 UACGGACGUGGGGGUUCAAGUC 7707 2837 4536 0 4980 790 0 0 0 0 0 0 5
tRNA-Leu-GAG-1-1 | 53 - 86 AGGGCUUACGGGUUCAAGUCCCGUCCUCGGUACC 3393 0 0 0 0 0 849 939 2220 2437 1172 1026 7
tRNA-Leu-GAG-1-1 1-25 GCCGAGGUGGUGGAAUUGGUAGACA 4004 2248 0 0 0 0 0 0 0 0 0 0 2
tRNA-Leu-TAA-1-1 | 52 - 76 GCUGUGCGGGUUCAAGUCCCGCUCC 0 712 0 863 0 302 0 0 0 0 0 0 3
tRNA-Lys-CTT-1-1 2 -25 GGGGUAUCGCCAAGCGGUAAGGCA 4799 0 1863 0 3646 0 0 0 0 0 0 0 3
tRNA-Ser-CGA-2-1 | 71 - 93 GUUCGAAUCCUGCAGGGCGCGCC 430 0 124 0 383 12 0 0 0 0 0 0 4
tRNA-Lys-TTT-2-1 | 51 - 75 AGGUUCGAAUCCUGCACGACCCACC 0 0 0 0 0 0 0 0 62 0 81 75 3
tRNA-Met-CAT-1-1 1-21 AGCUCAGUUGGUUAGAGCACA 0 862 0 0 0 0 0 0 0 0 0 0 1
tRNA-Phe-GAA-2-1 | 60 - 79 UCGAUUCCGAGUCCGGGCAC 1122 0 535 95 1407 0 45 44 100 97 142 140 10
tRNA-Pro-GGG-2-1 | 60 - 78 AAAUCCUCUCGUGCCGACC 271 0 289 0 521 9 0 0 0 0 0 0 4
tRNA-Pro-TGG-1-1 | 49 - 75 CGGAGGUUCGAAUCCUCUCUCGCCGAC 0 0 0 0 0 0 0 0 96 104 0 0 2
tRNA-Pro-TGG-2-1 1- 28 GCUGAUAUGGCUCAGUUGGUAGAGCGCA 0 0 0 1214 0 0 0 0 0 0 0 0 1
tRNA-Ser-CGA-1-1 1-25 GGCUACGUAGCUCAGUUGGUUAGAG 1913 0 0 0 0 225 0 0 0 0 0 0 2
tRNA-Thr-CGT-1-1 | 44 - 73 AGGUCGUAGGUUCGACUCCUAUUAUCGGCA 0 155 0 0 0 0 0 0 1639 1799 815 716 5
tRNA-Ser-GCT-1-1 3 - 24 UGAGGUGGCCGAGAGGCUGAAG 0 0 0 1653 0 0 0 0 0 0 0 0 1
tRNA-Ser-GGA-2-1 | 34 - 69 UGUGUAUACGGCAACGUAUCGGGGGUUCGAAUCCCC 0 0 0 0 0 0 294 326 1142 1254 584 511 6
tRNA-Tyr-GTA-4-1 | 39 - 68 UCGGACGCGGGUUCAACUCCCGCCAGCUCC 0 229 0 797 0 1961 47 51 56 60 34 30 9
tRNA-Val-TAC-2-1 | 27 - 48 UACAAGGAGGGGGUCGGCGGUU 0 0 10630 0 0 0 0 0 0 0 0 0 1




