Running Enrichment Score

Ranked List Metric

Gene Set Enrichment Analysis

KEGG_CHEMOKINE_SIGNALING_PATHWAY

== KEGG_LEISHMANIA_INFECTION
KEGG_ASTHMA

= KEGG_HEMATOPOIETIC_CELL_LINEAGE

KEGG_CYTOKINE_CYTOKINE_RECEPTOR_INTERACTION
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Rank in Ordered Dataset

250!



