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Table S1. Primer information of 18 starch synthesis-related genes
	Gene
	Molecular marker


	Sequence of primers (5′→3′)


	Marker type

	AGPlar
	AGPlar M1
	[F] CGTTCAGGTTCAGGCAATCA

[R] GGAAGGGTGGTGATGTGGAG
	STS

	
	AGPlar M2
	[F] GCGTGAACTGAACATCCATCT

[R] GGTTCAAGCCTTCAGGTCAG
	CAPS (Tsp45I )

	AGPiso
	AGPiso M2
	[F] CAATCGCTGCCATCGGTTG

[R] TTCCACATCGTTAGGTACACG
	STS

	
	AGPiso M3
	[F] TGGAATGGGAACTCTATTATTGG

[R] TCCCAACCTCTACCTTCAAATG
	CAPS (Eco RI) 

	AGPsma
	AGPsma M1
	[F] TCTATTCTCAGCCCTCCAACC

[R] GTGTGTTTAGAGGTGCTTTTCG
	STS

	
	 AGPsma M2
	[F] GTGTGTTTAGAGGTGCTTTTCG

[R] TATCTTCCCAGTAACCATCA
	STS

	GBSSII
	GBSSII
	[F] TTGCTGCGAATTATCTGCG

[R] ACCTCCTCCCACTTCTTTGC
	STS

	SSI


	SSI M1
	[F] GGTAGGGTAGGTCAATCTGGC

[R] ATAGAGAAGACAATGTGGCAACC
	CAPS (Nru I) 

	
	SSI M2
	[F] CTTCTATCCATTCCTTAATCCCA

[R] ATGCTATTGATGTTAAGAGGGC
	STS

	
	SSI M3
	[F] GACCCACCTCGCTATCTGTTG

[R] GGAAACACCAGACATCAACCAG
	CAPS (Apa I )

	SSII-1

	SSII-1 M1
	[F] CACCCCACCGTTCTACTATGC

[R] TCCATAGTTTCATTGAGATTGCTC
	STS

	
	SSII-1 M2
	[F] CAAGTTGGTGACGATAGTGATGA

[R] AACAGAGCCTCCATTACCTTTAC
	CAPS (Age I) 

	
	SSII-1 M3
	[F] AGAGATCAAATCGTGGAAC

[R] TGGAGTGAAGTAGTGGAAT
	STS

	
	SSII-1 M4
	[F] ATCTTTAGACGATTAGCG

[R] AAGTCACAAGTAGAAGGG
	STS

	SSII-2

	SSII-2 M1
	[F] AGATTTGAACTCAGGACTTGGTG

[R] TCTATGGGCTCTATCCTTACTAGG
	STS

	
	SSII-2 M2
	[F] CGCTCGTTGCCTAGCTAGC

[R] GGCGAGGAAGCGATTGCC
	STS

	
	SSII-2 M3
	[F] ACAGTATGTTTGCCTCAGCG 

[R] GTAAATCCACCCAGCCAGTC
	STS

	SSII-3

	SSII-3 M1
	[F]CCAATACCGTAAACTAGCGACTATG

[R] TACAGGTAGAATGGCAGTGGTG
	STS

	
	SSII-3 M2
	[F] GGTTCTCGGTGAAGATGGC

[R] GTGGTCCCAGCTGAGGTCC
	CAPS (Ban II)

	
	SSII-3 M3
	[F] AACTGACTCATACACGGATAACG

[R] CACGCACGAACGGAAACC
	CAPS (Nhe I) 

	SSIII-1

	SSIII-1 M1
	[F] AAGAAGGGAAGGGAGTCAGC

[R] GCCATCTCCATTGCCAGC
	STS

	
	SSIII-1 M2
	[F] CAAGCAATGATTCAGGCACA

[R] GGAGACAGGAGCAAAAGGC
	CAPS (Eco RI)

	
	SSIII-1 M3
	[F] CAAATCAACTGTAAGTGCTGGAG

[R] GAGAACGGAGAAAATGGCAT 
	CAPS (Nde I) 

	
	SSIII-1 t1
	[F] GGAGCAATAGGTGGTTCAA

[R] GCCAAATCTACTCTCGTCA
	CAPS (Eco R72I) 

	SSIII-2
	SSIII-2 CAPS
	[F] TTGGAACTTTGGTTGGTATATCG 

[R] CTTACCTTTGCAATGGGTGC
	CAPS (Mlu C I) 

	SSIV-1
	SSIV-1 M1
	[F] CATTGTGTCTTGAAGTCTGTGCT

[R] CGATGGGTTAGTGCTGTGG 
	CAPS (Nde I) 

	SSIV-2

	SSIV-2 M1
	[F] CTTCTGATTGATGGTTGGTTGC

[R]GGAAGAATAATCTCTACTAGGTGGC
	  CAPS (SphI)

	
	SSIV-2 M2
	[F] TTCCCTTGGTGGTGCGTG

[R] TAAAGCGTTCCGACAGTA
	STS

	
	SSIV-2 M3
	[F] TCAAGTATGGTTTACCTATG

[R] TTTCCCAATGACTTCTAA
	CAPS (Eco72I)

	SBE1

	SBE1 M1
	[F] GCTACATAACACGCATACAAAGT

[R]AGACAAAAGCGAAAGGTAATGAG
	STS

	
	SBE1 M2
	[F] GTGGGGAAAACAAGTAAGTCTG

[R] AGTTCCATCAGAAGAATCAGGG
	STS

	
	SBE1 M3
	[F] GGAAATGGGAGTCGCC

[R] CGAAGAAACCACGCTCA
	STS

	
	SBE1 M4
	[F] ATTGTTGCTGAAGATGTTT

[R] ACGGTTGATGGTAGGTG
	CAPS (Taq I)

	SBE3

	SBE3 M1
	[F] AAGGTTAGCATTGGTTGGTGAG

[R] TCTCCTTGAACAGCGACAGC
	STS

	
	SBE3 t1
	[F] TTCCATTATTTCTTTGCA

[R] TATCCTCCCTGAACCAC
	STS

	SBE4

	SBE4M1
	[F] CACCAATTATATTAGCGTGCTCC

[R] CGTGGCTCTTGGCTCTCTTG
	STS

	
	SBE4 M2
	[F] CCATCACCTCAAATACATCACTC

[R] AGACTGGAATGCCCCTTAGG
	STS

	ISA

	ISA M1
	[F] ATAGATGCTAATGTGATGTGGC

[R] TGGTATAGGCACAACCGTAGA
	STS

	
	ISA M2
	[F] ACAAGCACACGACACCTA

[R] CAACAAACCAAACTCATT
	CAPS (Hind III) 

	
	ISA M3
	[F] TGTGGGAATACCTTCAACTG

[R] ATAAAACCCTTACAGGCTTG
	STS

	PUL


	PUL M2
	[F] GACAACCGTCCGCTTTAGTTTC

[R] GCATTTGAGAGGGTTTGGATTC
	STS

	
	PUL M6
	[F] ATTTAACTGTATGGACTGAG

[R] GATACCAACCAAACAAGA
	STS

	Wx
	Wx M1

PCR-ACCI
Wx EX10
	[F] CACAGCAACAGCTAGACAACCAC 

[R] CACGACGACGGAGGGGAAC 

[F] GCTTCACTTCTCTGCTTGTG

[R] ATGATTTAACGAGAGTTAA

[F] GCATCACCGGCATCGTC

[R] GCTCCGGCCATGATGAGATG
	STS

CAPS (ACCI)

CAPS (ApaI)


Table S2. The relationship between genotype and its phenotype of RS.
	Types
	AGPlar
	Wx
	SSII-3
	AGPsma
	SSIII-1
	SSIV-2 

	
	 P value
	 P value
	P value
	P value
	P value
	P value

	RSm
	0.057
	0.000
	0.000
	0.789
	0.650
	0.052

	RSc
	0.071
	0.000
	0.001
	0.267
	0.063
	0.340

	RSr
	0.111
	0.000
	0.003
	0.085
	0.061
	0.637


RSm, resistant starch content in milled sample; RSc, resistant starch content in cooked rice; RSr, resistant starch content in retrograded.
Table S3. Comparison of three types of RS in the 24 lines.
	
	RIL

	Types
	Rang
	Mean±SD

	RSm(%)
	0.21-23.93
	8.54±7.27 aA

	RSc(%)
	0.00-1.71
	0.79±0.46 bB

	RSr(%)
	0.00-2.13
	1.14±0.63 bB


RSm, resistant starch content in milled sample; RSc, resistant starch content in cooked rice; RSc, resistant starch content in retrograded rice. Lowercase and capital letters above column denote significant at 0.05 and 0.01 levels, respectively.

Table S4. The results of split block design for Wx and SSII-3 alleles.
	Types
	Wx
	SSII-3
	Wx × SSII-3

	
	F           P
	F           P
	F           P

	RSm(%)
	192.309
	0.0001
	289.333
	0.0001
	41.263
	0.0001

	RSc(%)
	501.379
	0.0001
	2.235
	0.1461
	4.332
	0.0467

	RSr(%)
	548.846
	0.0001
	0.803
	0.3778
	8.606
	0.0066

	RSa(%)
	160.509
	0.0001
	302.082
	0.0001
	44.332
	0.0001

	RSb(%)
	69.478
	0.0001
	0.045
	0.8335
	3.934
	0.0572


RSm, resistant starch content in milled sample; RSc, resistant starch content in cooked rice; RSr, resistant starch content in retrograded rice; RSa= RSm-RSc; RSb= RSr-RSc.

Table S5. Genotype and RS content of plants from different Wx and SSIIa combinations.
	
	
	Types

	Number
	Genotype
	RSm (%)
	RSc (%)
	RSr (%)
	RSa (%)

	138
	wx-I
	3.41±0.38cC
	0.00±0.00cC
	0.07±0.02cC
	3.41±0.38cC

	161
	wx-II
	0.21±0.00dD
	0.02±0.02cC
	0.02±0.02cC
	0.20±0.02dD

	122
	Wxa-I
	22.35±0.03aA
	0.70±0.05bB
	0.89±0.04bB
	21.66±0.02aA

	95
	Wxa-II
	7.43±0.47bB
	1.17±0.03aA
	1.49±0.02aA
	6.26±0.45bB


RSm, resistant starch content in milled sample; RSc, resistant starch content in cooked rice; RSr, resistant starch content in retrograded rice; RSa= RSm-RSc;

Table S6. The results of split block design for Wx and SSII-3 alleles.
	Starch granule diameter
	Wx
	SSIIa
	Wx × SSIIa

	
	F           P
	F           P
	F             P

	0-2 μm
	53.673
	0.0181
	676.263
	0.0001
	22.985
	0.0087

	2-4 μm
	1081.348
	0.0009
	166.195
	0.0002
	745.691
	0.0001

	4-8 μm
	3.93
	0.1859
	26.075
	0.007
	56.848
	0.0017

	>8 μm
	38.307
	0.0251
	128.442
	0.0003
	170.962
	0.0002

	Mean diameter (μm)
	12.991
	0.0691
	12.445
	0.0243
	3.763
	0.1244


Table S7. Correlations between RS and starch granule volume
	Types
	Mean diameter (μm)
	Starch granule diameter

	
	
	0-2 μm       2-4 μm        4-8 μm        >8 μm

	RSm (%)
	-0.182
	0.561
	0.106
	0.211
	-0.305

	RSc (%)
	-0.084
	-0.421
	-0.088
	0.123
	0.115

	RSr (%)
	-0.085
	-0.469
	-0.079
	0.101
	0.131

	RSa (%)
	-0.18
	0.608
	0.116
	0.208
	-0.322

	RSb (%)
	-0.092
	-0.531
	-0.027
	0.061
	0.131


RSm, resistant starch content in milled sample; RSc, resistant starch content in cooked rice; RSr, resistant starch content in retrograded rice; RSa= RSm-RSc; RSb= RSr-RSc.
