Barnesiella

Bacteroides

Lachnospiraceae NC2004 group
Oscillospiraceae UCG-002
Terrisporobacter

Clostridium

Bifidobacterium

Schaalia

Dorea

Lachnospiraceae NK4A136 group
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Sutterella
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Contribution on comp 1
Block 'Microbiome'
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Contribution on comp 1
Block 'PFAS'
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