Supplementary Table S5. Category-free NRI and IDI for incremental predictive value analyses
	Cohort
	Comparison
	NRI
	IDI
	Event up
	Event down
	Nonevent down
	Nonevent up

	Train
	Fusion vs Clinical
	1.055
	0.286
	0.804
	0.196
	0.723
	0.277

	Train
	Fusion vs P5
	0.607
	0.151
	0.333
	0.667
	0.970
	0.030

	Train
	Fusion vs Habitat
	-0.024
	0.014
	0.098
	0.902
	0.890
	0.110

	Train
	Habitat vs Tumor
	0.982
	0.297
	0.784
	0.216
	0.707
	0.293

	Train
	P5 vs P3
	0.479
	0.114
	0.686
	0.314
	0.553
	0.447

	Internal Validation
	Fusion vs Clinical
	0.892
	0.272
	0.765
	0.235
	0.681
	0.319

	Internal Validation
	Fusion vs P5
	0.795
	0.191
	0.412
	0.588
	0.986
	0.014

	Internal Validation
	Fusion vs Habitat
	0.121
	0.054
	0.176
	0.824
	0.884
	0.116

	Internal Validation
	Habitat vs Tumor
	1.067
	0.284
	0.824
	0.176
	0.710
	0.290

	Internal Validation
	P5 vs P3
	0.600
	0.134
	0.706
	0.294
	0.594
	0.406

	External Validation
	Fusion vs Clinical
	0.932
	0.262
	0.889
	0.111
	0.577
	0.423

	External Validation
	Fusion vs P5
	1.179
	0.266
	0.667
	0.333
	0.923
	0.077

	External Validation
	Fusion vs Habitat
	0.543
	0.075
	0.444
	0.556
	0.827
	0.173

	External Validation
	Habitat vs Tumor
	0.816
	0.238
	0.889
	0.111
	0.519
	0.481

	External Validation
	P5 vs P3
	0.585
	0.084
	0.889
	0.111
	0.404
	0.596



[bookmark: _GoBack]Category-free net reclassification improvement (NRI) and integrated discrimination improvement (IDI) were adopted to compare two predictive models. Events were p53-abnormal (p53abn) patients, and nonevents were p53-normal patients. Upward reclassification means higher predicted risks, whereas downward reclassification means lower predicted risks from the primary model. NRI = (event up − event down) + (nonevent down − nonevent up). All values were rounded to three decimal places.p53abn, p53-abnormal; NRI, net reclassification improvement; IDI, integrated discrimination improvement; P3, peri-3 mm zone; P5, peri-5 mm zone.
