Supplementary Table S4. Pairwise DeLong comparisons of AUCs among key models
	Cohort
	Model A
	Model B
	AUC A
	AUC B
	P value

	Train
	P5
	P3
	0.799
	0.765
	0.364

	Train
	Habitat
	Tumor
	0.831
	0.760
	0.080

	Train
	Habitat
	P5
	0.831
	0.799
	0.353

	Train
	Fusion
	Clinical
	0.891
	0.736
	<0.001

	Train
	Fusion
	P5
	0.891
	0.799
	<0.001

	Train
	Fusion
	Habitat
	0.891
	0.831
	0.002

	Internal Validation
	P5
	P3
	0.786 
	0.682
	0.207

	Internal Validation
	Habitat
	Tumor
	0.813
	0.687
	0.055

	Internal Validation
	Habitat
	P5
	0.813
	0.786
	0.660

	Internal Validation
	Fusion
	Clinical
	0.885
	0.765
	0.047

	Internal Validation
	Fusion
	P5
	0.885
	0.786
	0.030

	Internal Validation
	Fusion
	Habitat
	0.885
	0.813
	0.041

	External Validation
	P5
	P3
	0.590
	0.657
	0.559

	External Validation
	Habitat
	Tumor
	0.788
	0.768
	0.811

	External Validation
	Habitat
	P5
	0.788
	0.590
	0.142

	External Validation
	Fusion
	Clinical
	0.863
	0.846
	0.751

	External Validation
	Fusion
	P5
	0.863
	0.590
	0.003

	External Validation
	Fusion
	Habitat
	0.863
	0.788
	0.194


[bookmark: _GoBack]DeLong’s test was utilized for pairwise comparisons of area under the receiver operating characteristic curve (AUC), where p53-abnormal (p53abn) cases served as positive samples.p53abn, p53-abnormal; AUC, area under the receiver operating characteristic curve; P3, peri-3 mm zone; P5, peri-5 mm zone.
