Table 1: Baseline characteristics of study population.
	Characteristics
	Results (n=90)

	Median Age
	51 years (21-84 Years)

	Age Group

	1) 15-39 years
2) > 40 years
	19 (21.11%)
71 (78.89%)

	Gender

	1) Male
2) Female
	50 (55.6%)
40 (44.4%)

	Tumour Side

	1) Left Side
2) Right Side
	57(63.3%)
33(36.7%)

	Site

	1) Rectum
2) Sigmoid colon
3) Ascending colon
4) Rectosigmoid Junction
5) Caecum
6) Hepatic Flexure
7) Splenic Flexure
8) Descending Colon
9) Transverse Colon
	30 (33.3%)
13 (14.4%)
10 (11.2%)
9 (10.0%)
9 (10.0%)
8 (8.9%)
5 (5.6%)
3 (3.3%)
3 (3.3%)

	Tumour Grade

	1) Grade 1
2) Grade 2
3) Grade 3
	24 (26.7%)
36 (40.0%)
30 (33.3%)

	MMR Status

	1) pMMR
2) dMMR
	84 (93.33%)
6 (6.67%)



Table 2: Frequency of mutation in study population.
	Mutation (n=90)
	Positive
	Negative

	BRAF
	9 (10 %)
	81 (90 %)

	Her2
	2 (2.2 %)
	88 (97.8 %)

	KRAS
	29 (32.2 %)
	61 (67.8 %)

	NRAS
	5 (5.5 %)
	85 (94.5 %)

	PIK3CA
	16 (17.7%)
	74 (82.3 %)

	TP53
	37 (41.1%)
	53 (58.9 %)












Table 3: Correlation of Age Group with Grade, MMR & KRAS mutation status.
	Variable
	Category
	15–39 years (n=19)
	>40 years (n=71)
	p-value

	Tumour Grade
	Grade 1
	2 (10.5%)
	22 (31.0%)
	

	
	Grade 2
	5 (26.3%)
	31 (43.7%)
	

	
	Grade 3
	12 (63.2%)
	18 (25.3%)
	0.007

	MMR Status
	pMMR
	16 (84.2%)
	68 (95.8%)
	

	
	dMMR
	3 (15.8%)
	3 (4.2%)
	0.073

	KRAS Mutation
	Detected
	16 (84.2%)
	45 (63.4%)
	

	
	Not Detected
	3 (15.8%)
	26 (36.6%)
	0.084



	Gender
	pMMR 
	dMMR 
	Total 
	p-value

	Male
	49 (98.0%)
	1 (2.0%)
	50
	

	Female
	35 (87.5%)
	5 (12.5%)
	40
	0.047

	Total
	84
	6
	90
	


Table 4: Correlation of Gender and MMR





Table 5:  Correlation of BRAF mutation with gender and grade 
	Variable
	Category
	BRAF Detected (n=9)
	BRAF Not Detected (n=81)
	p-value

	Gender
	Male
	8 (88.9%)
	42 (51.9%)
	

	
	Female
	1 (11.1%)
	39 (48.1%)
	0.034

	Tumour Grade
	Grade 1
	0 (0.0%)
	24 (29.6%)
	

	
	Grade 2
	8 (88.9%)
	28 (34.6%)
	

	
	Grade 3
	1 (11.1%)
	29 (35.8%)
	0.006



Table 6: Correlation of TP53 mutation with Tumour Side
	TP53 Mutation Status
	Left-sided Tumour 
	Right-sided Tumour 
	Total
	p-value

	Detected
	28 (49.1%)
	9 (27.3%)
	37 (41.1%)
	

	Not Detected
	29 (50.9%)
	24 (72.7%)
	53 (58.9%)
	0.042

	Total
	57
	33
	90
	







Table 7:  Concordance between NGS and qPCR
	Gene
	Tumour tissue available for comparison
	Sensitivity of NGS (%)
	Specificity of NGS (%)
	Concordance Rate (%)

	BRAF
	39
	100
	97.3
	97.4

	KRAS
	34
	100
	87.5
	85.3

	NRAS
	28
	100
	96.3
	96.4






