Tables
Table 1. Genotypes of CMAH polymorphic sites analyzed in this study.


* “Previously reported” refers to sequence variants that have been described in prior studies analyzing the feline CMAH gene.
Table 2. Genotype distribution and allele frequencies of the CMAH three-nucleotide deletion in Norwegian Forest Cats


Ins: Insertion, Del: Deletion
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Genomic region Nucleotide change Amino acid change Genotype Previously reported*

5' UTR -371 C>T - CC Yes

5' UTR -217 G>A - GG Yes

5' UTR Δ-53 N>P - NN Yes

Exon 2 c.139 C>T R47C CC Yes

Exon 2 c.142 G>A V48M GG Yes

Exon 2 c.179 G>T G60V GG Yes

Exon 2 c.187 A>G I63V AA Yes

Exon 3 c.268 T>A Y90N TT Yes

Exon 4 c.327 A>C E109D CC Yes

Exon 4 c.364 C>T P122S CC Yes

Exon 4 c.374 C>T S125L CC Yes

Exon 4 c.376 G>A E126K GG Yes

Exon 5 c.593 A>C H198P AA Yes

Exon 7 c.759 A>C V253V AA No

Exon 7 c.773 G>A R258Q GG Yes

Exon 8 c.868 A>C T290P AA Yes

Exon 8 c.898 A>G K300E AA Yes

Exon 8 c.933delA A312Hfs*6 AA Yes

Exon 9 c.993 A>G Q331Q GG Yes

Exon 9 c.1052_1054delATC L351del del/del No

Exon 9 c.1056 A>G Q352Q GG No

Exon 10 c.1142 A>G D381G AA No

Exon 10 c.1158 T>C N386N CC Yes

Exon 10 c.1218 T>C L406L TT Yes

Exon 11 c.1269 G>A E423E GG Yes

Exon 11 c.1322delT L441* TT Yes

Exon 11 c.1342 G>A V448I GG Yes

Exon 11 c.1392 C>T T464T CC Yes

Exon 11 c.1398 G>T A466A GG Yes

Exon 12 c.1458 T>C P486P TT Yes

Exon 13 c.1603 G>A D535N GG Yes

Exon 14 c.1662 G>A L554L GG Yes
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Table 1

		Table 1. Genotypes of CMAH polymorphic sites analyzed in this study.

		Genomic region		Nucleotide change		Amino acid change		Genotype		Previously reported*

		5' UTR		-371 C>T		-		CC		Yes

		5' UTR		-217 G>A		-		GG		Yes

		5' UTR		Δ-53 N>P		-		NN		Yes

		Exon 2		c.139 C>T		R47C		CC		Yes

		Exon 2		c.142 G>A		V48M		GG		Yes

		Exon 2		c.179 G>T		G60V		GG		Yes

		Exon 2		c.187 A>G		I63V		AA		Yes

		Exon 3		c.268 T>A		Y90N		TT		Yes

		Exon 4		c.327 A>C		E109D		CC		Yes

		Exon 4		c.364 C>T		P122S		CC		Yes

		Exon 4		c.374 C>T		S125L		CC		Yes

		Exon 4		c.376 G>A		E126K		GG		Yes

		Exon 5		c.593 A>C		H198P		AA		Yes

		Exon 7		c.759 A>C		V253V		AA		No

		Exon 7		c.773 G>A		R258Q		GG		Yes

		Exon 8		c.868 A>C		T290P		AA		Yes

		Exon 8		c.898 A>G		K300E		AA		Yes

		Exon 8		c.933delA		A312Hfs*6		AA		Yes

		Exon 9		c.993 A>G		Q331Q		GG		Yes

		Exon 9		c.1052_1054delATC		L351del		del/del		No

		Exon 9		c.1056 A>G		Q352Q		GG		No

		Exon 10		c.1142 A>G		D381G		AA		No

		Exon 10		c.1158 T>C		N386N		CC		Yes

		Exon 10		c.1218 T>C		L406L		TT		Yes

		Exon 11		c.1269 G>A		E423E		GG		Yes

		Exon 11		c.1322delT		L441*		TT		Yes

		Exon 11		c.1342 G>A		V448I		GG		Yes

		Exon 11		c.1392 C>T		T464T		CC		Yes

		Exon 11		c.1398 G>T		A466A		GG		Yes

		Exon 12		c.1458 T>C		P486P		TT		Yes

		Exon 13		c.1603 G>A		D535N		GG		Yes

		Exon 14		c.1662 G>A		L554L		GG		Yes

		* “Previously reported” refers to sequence variants that have been described in prior studies analyzing the feline CMAH gene.
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Ins/Ins Ins/Del Del/Del Ins Del

35 13 0 83 13

(73%) (27%) (0%) (86%) (14%)

Genotype Allele

Norwegian Forest Cat A 48

Breed Blood type N
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Table 2

		Table 2. Genotype distribution and allele frequencies of the CMAH three-nucleotide deletion in Norwegian Forest Cats

		Breed		Blood type		N		Genotype								Allele

								Ins/Ins		Ins/Del		Del/Del				Ins		Del

		Norwegian Forest Cat		A		48		35		13		0				83		13

								(73%)		(27%)		(0%)				(86%)		(14%)



		Ins: Insertion, Del: Deletion
















