
Table S2. Genomic characteristics of CoFAD3 gene family members. 
	Gene 
Name
	Gene ID
	CDS/
bp
	Size/
aa
	Molecular 
weight/
Da
	pI
	Instability
 index

	hydropathicity
	Transmembrane
Domain

	Signal
 peptide

	Subcellular 
location


	CoFAD3.1
	YC.03G0038290-1D
	924
	308
	34.47
	6.41
	42.43
	-0.120
	1
	NO
	Cytosol 

	CoFAD3.2
	YC.04G0016930-1A
	1257
	419
	47.94
	6.99
	34.14
	-0.155
	2
	NO
	Plasma membrane 

	CoFAD3.3-1A
	YC.04G0020680-1A
	948
	316
	34.13
	6.93
	38.65
	-0.119
	1
	NO
	Cytosol

	CoFAD3.3-2B
	YC.04G0020680-2B
	849
	283
	30.78
	6.48
	42.65
	0.037
	0
	NO
	Plasma membrane

	CoFAD3.3-3C
	YC.04G0020680-3C
	1047
	349
	38.82
	8.90
	38.34
	0.357
	3
	NO
	Vacuolar membrane 

	CoFAD3.4
	YC.06G0031930-1B
	642
	214
	24.83
	6.48
	42.71
	0.026
	2
	NO
	Chloroplast 

	CoFAD3.5
	YC.06G0036110-1C
	849
	283
	32.41
	6.30
	46.28
	-0.421
	1
	NO
	Cytosol

	CoFAD3.6
	YC.07G0024940-1B
	615
	205
	23.05
	6.28
	19.19
	0.096
	1
	NO
	Endoplasmic reticulum

	CoFAD3.7-1B
	YC.08G0022970-1B
	366
	122
	13.85
	8.84
	54.37
	-0.113
	0
	NO
	Chloroplast

	CoFAD3.7-2D
	YC.08G0022970-2D
	366
	122
	13.83
	8.84
	54.99
	-0.107
	0
	NO
	Chloroplast

	CoFAD3.8-1C
	YC.10G0025550-1C
	294
	98
	11.04
	6.34
	22.64
	0.506
	1
	NO
	Endoplasmic reticulum 

	CoFAD3.8-2D
	YC.10G0025550-2D
	294
	98
	11.03
	6.34
	22.64
	0.503
	1
	NO
	Endoplasmic reticulum

	CoFAD3.9
	YC.12G0016280-1B
	1107
	369
	41.60
	7.73
	44.09
	-0.151
	1
	NO
	Cytosol

	CoFAD3.10
	YC.15G0024600-1D
	282
	94
	10.69
	7.01
	22.23
	0.572
	1
	NO
	Endoplasmic reticulum




