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MTX-associated

TNKLPDs

MTX-associated

BLPDs

p-value

No. of patients 21 38

Age, years, mean 64 68 0.428

Gender, female : male  15 : 6  31 : 7 0.368

nodal : extranodal   13 : 8  13 : 25 0.075

RA duration, mean (months) 72 166 0.003

MTX duration, mean (months) 53 67 0.196

LDH, mean (U/L) 584 417.2 0.106

LDH 

≥

 300 U/L 13 (62%)  12/32 (38%) 0.099

sIL2R, mean (U/ml) 7588 1623 0.073

sIL2R 

≥

 2000 U/ml  10/19 (53%)  5/27 (19%) 0.034

Stages III and IV 16 (76%) 16 (42%) 0.025

Regression by MTX withdrawal 12 (57%) 15 (40%) 0.302

CD30 ≥ 30% 7 (33%) 22 (58%) 0.103

p53 ≥ 50% 8 (38%)  16/28 (57%) 0.25

CMYC ≥ 50% 5 (24%)  6/28 (21%) 0.88

EBER+ atypical lymphocytes 

≥

50%

5 (24%) 21 (55%) 0.029

EBER+ atypical and reactive

lymphocytes

15 (71%) 27 (71%) 0.91

Five year survival  57% 68% 0.084*

Table 3 Clinicopathological and prognostic difference between 21 RA patients with

MTX-associated TNK lymphoproliferative disorders and 38 with MTX-associated B

lymphoproliferative disorders

BLPDs, B lymphoproliferative disorders; EBER, EBV-associated encoded RNA;  RA,

rheumatoid arthritis; sIL2R: soluble interleukin 2 receptor. *, p-value was analysed using

the Wilcoxon method.


