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Table S1: Primers used for quantitative real time RT-PCR
	Gene ID
	Functional description
	Forward primers 5’-3’
	Reverse primer 3’-5’

	Cha10g006940
	Phenylalanine ammonia-lyase
	GCCATGGCTGCTTATTGCTC
	CTCACCGTGCTCTTGACAGT

	Cha08g000420
	4-coumarate--CoA ligase-2
	CCGCCGAAGTTTTCAAGCAA
	AGCTACAGGGTCGTCTGGAT

	Cha09g001340
	Flavanone-3-hydroxylase
	CTCCAACTGCAGCCGACTAT
	GATTTCCAGCTTGGCCTTCAA

	Cha15g002810
	Flavonoid 3'-hydroxylase
	GAGCACAAGGACTTGTTCACAG
	GAGAGTGGGGTTGATGGGTG

	Cha11g014190
	Flavonoid 3',5'-hydroxylase 1
	TGACCACCGCAGGCTATTTT
	AGGATTTTCCTGCTGAGCCA

	Cha04g009620
	Flavonol synthase
	GACGTTCCCGGTCTTCAAGT
	CACGACAAACACAGCCCAAG

	ChaUn4699.1
	Flavonol synthase
	GCCTCAGCCACCATGGATAC
	GCCATGGTTCACCACTTGGA

	Cha04g009590
	Flavonol synthase
	ACAAGGAGCTAGGTGGGGAT
	AATGAGGGCATTGGGGATGT

	Cha03g015810
	Dihydroflavonol 4-reductase
	TGCTCGAACGCGGCTATATT
	GGCCTCATCAAAGCTCCCTT

	Cha04g001890
	Dihydroflavonol 4-reductase
	TGACCGGAGCTTCAGGTTTC
	TCTGCCTTCCACAAGCTGAG

	Cha14g007280
	Leucoanthocyanidin dioxygenase
	AATGCGTCCCCAACTCCATT
	GTTGAGCAAAAGTCCTCGGC

	Cha01g008300
	UDP-glucose:chalcone 2'-O-glucosyltransferase
	AAAAGCTGGGAATCCGGAGG
	AGTCTGATGTACTAACCATCGTG

	ChaUn13756.1
	Anthocyanidin 3-O-glucosyltransferase 2
	GGTTTCCTGGGCTCCACAAT
	ACACTCCACCCTCAACCCTA

	Cha03g014090
	Glutathione S-transferase F12
	GTGCTGAGTACGCCAAGACA
	GAACTTGTCCAAAGGGCTGC

	Cha08g011300
	Transcription factor RLTR1
	TCCTATCATCACCAGCCCCA
	CACTTTCCCAAATGCCACCG

	Cha01g017900
	Production of anthocyanin pigment 1 protein
	TGTTGGCGGCTAGTGACAAT
	GCAGATTGAAGCATCGTCCG

	ChaUn26415.1
	Anthocyanidin 3-O-glucoside 2''-O-glucosyltransferase
	CAACCACCAATTGGCTTCCC
	CAGGATGACTGGCTTTCCCA

	Cha01g001420
	WRKY transcription factor SUSIBA2
	TGTTTATTCTAGGGCGGGGC
	ATTCACCACGACGCTAAGCA



