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PCSK9: From Pan-Cancer Discovery to HCC Mechanism to Therapy

( @ 9 Analytical Modules - 2% 33 TCGA cancertypes + £ 11,000+ samples )
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( &% 33 types - 11k samples - 4 deconvolution algorithms )

@ Digestive-specific immunomodulator
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(&% 71,914 cells - 3 HCC cohorts - 3 pseudotime methods )

@ PCSK9-high hepatocytes rewire immunity
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@ Druggable target for digestive tumors & HCC





