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SUPPLEMENTAL TABLE 1. Clinical data of the evaluated patients by RT-qPCR. 

Feature % 

Molecular Subgroup 

Wnt 23.53 

Shh 27.45 

Group 3 17.65 

Group 4 23.53 

No information 7.84 

Gender 

Male 33.33 

Female 64.7 

No information 1.97 

Age at diagnosis 

< 3 years 51 

> 3 years 47.03 

No information 1.97 

Degree of tumor resection 

Complete 64.7 

Incomplete 31.4 

No information 3.9 

Metastasis 

Present 74.5 

Absent 25.5 

Risk 

High 52.95 

Low 43.15 

No information 3.9 

Recurrence 

Present 31.37 

Absent 68.63 

 

 


