Novel genome-wide interactions mediated via BOLL and EDNRA polymorphisms in intracranial aneurysm
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Supplementary Figure S1. Expression of CXCR4 (A) and BOLL (B) in diverse cell types of whole blood based on Human Protein Atlas database (Schmiedel dataset). TPM, transcripts per million.
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Supplementary Figure S2. EDNRA-interacting EIF4H expression in the brain tissues and blood cell types based on (A) GTEx database and (B and C) Human Protein Atlas database including FANTOM5 and Schmiedel datasets, respectively. TPM, transcripts per million.
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