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Supplementary Figure 1. Scatter plots for bidirectional Mendelian randomization analyses between essential tremor and Parkinson’s disease.
Scatter plots showing the SNP-specific associations for the bidirectional Mendelian randomization (MR) analyses between essential tremor (ET) and Parkinson’s disease (PD). Panel A shows the ET-to-PD analysis, with SNP effects on ET plotted on the x-axis and the corresponding SNP effects on PD plotted on the y-axis. Panel B shows the PD-to-ET analysis, with SNP effects on PD plotted on the x-axis and the corresponding SNP effects on ET plotted on the y-axis. Each point represents one genetic instrument, and error bars represent standard errors. Regression lines are shown for the inverse-variance weighted (IVW), weighted median, simple mode, and MR-Egger methods. 
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Supplementary Figure 2. Leave-one-out analysis for the ET-to-PD Mendelian randomization analysis.
Leave-one-out analysis for the ET-to-PD direction. Each point represents the causal estimate obtained after removing one SNP at a time from the Mendelian randomization analysis, and the horizontal lines represent 95% confidence intervals. The row labeled “All” indicates the overall estimate using all SNPs. The consistency of the leave-one-out estimates indicates that the overall result was not driven by any single SNP.
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Supplementary Figure 3. Leave-one-out analysis for the PD-to-ET Mendelian randomization analysis.
Leave-one-out analysis for the PD-to-ET direction. Each point represents the causal estimate obtained after removing one SNP at a time from the Mendelian randomization analysis, and the horizontal lines represent 95% confidence intervals. The row labeled “All” indicates the overall estimate using all SNPs. The consistency of the leave-one-out estimates indicates that the overall result was not driven by any single SNP.
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Supplementary Figure 3. Leave-one-out analysis for PD-ET
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Dashed red line indicates the overall estimate using all SNPs.




