Table 1: Univariate analysis of animal-level host risk factors associated with CIDT positivity in cattle rose in the study area at cut-off ≥ 4 mm.
	Risk factors
	Categories
	No. of cattle
	OR (95%)
	P-value
	

	
	
	Tested
	Positive (%)
	
	
	

	Study area
	Shire
	139
	          14(10.7)
	Ref
	
	

	
	T/keraao
	243
	25(10.28)
	10.02(0.513-2.041)
	0.946
	

	Sex
	Male
	123
	9(7.32)
	Ref
	
	

	
	Female
	259
	30(10.58)
	1.659s(0.762-3.612)
	0.202
	

	Age
	<2
	97
	9(9.27)
	Ref
	
	

	
	2<x<4
	124
	7(5. 65)
	0.58 (0.209-1.631)
	0.306
	

	
	4<x<7
	132
	14(10.61)
	1.16 (0.480-2.801)
	0.741
	

	
	>7
	29
	9(31.03)
	4.4 (1.549-12.495)
	0.005*
	

	Breed
	Local
	176
	11(6.25)
	Ref
	
	

	
	Cross
	206
	28(13.60)
	2.36(1.138-4.890)
	0.021*
	

	BCS
	Good
	89
	1(1.12)
	Ref
	
	

	
	Poor
	77
	16(20.78)
	23.08(2.981-178.672)
	0.003*
	

	
	Medium
	216
	22(10.19)
	9.98(1.324-75.211)
	0.026*
	

	Pregnancy
	Not Pregnant
	99
	4(4.04)
	Ref
	
	

	
	Pregnant
	162
	25(15.43)
	4.33(1.461-12.857)
	0.008*
	

	Lactation
	Not Lactating
	151
	11(7.28)
	Ref
	
	

	
	Lactating
	110
	18(16.36)
	2.49(1.125-5.514))
	0.024*
	

	Parity class
	Heifer
	60
	4(6.67)
	Ref
	
	

	
	Parity 1-3
	136
	15(11.03)
	1.74(0.550-5.467)
	0.346
	

	
	Parity>=4
	64
	9(14.06)
	2.29(0.666-7.878)
	0.188
	

	Herd size
	1 -5
	107
	3(2.80)
	Ref
	
	

	
	6-10
	120
	19(7.5)
	6.52(1.872-22.717)
	0.003*
	

	
	>10
	155
	17(10.97)
	4.27(1.219-14.957)
	0.023*
	

	Farm system
	Extensive
	120
	2(1.67)
	Ref
	
	

	
	Intensive
	206
	31(32.98)
	10.45(2.454-44.504)
	0.002*
	

	
	Semi extensive
	56
	6(10.71)
	7.08(1.381-36.284)
	0.019*
	

	Management status
	Good
	89
	1(1.12)
	Ref
	
	

	
	Poor
	77
	16(20.78)
	6.09(1.335-27.734)
	0.020*
	

	
	Medium
	216
	22(10.19)
	6.56(1.514-28.404)
	0.012*
	



* = statistically significant (< 0.05),   BCS = Body condition score   χ2=chi square, Ref = Reference group




Table 2: Univariate analyses of risk factors for CIDT test result at herd level.
	Risk factor
	Categories
	No. of herd
	COR
	P-value

	
	
	Tested
	Positive (%)
	
	

	Study Site
	Shire
	48
	19(39.58)
	Ref
	

	
	T/keraro
	61
	10(16.39)
	0.30(0.122-0.729)
	0.008*

	Herd size
	1 -5
	31
	2(6.45)
	Ref
	

	
	6-10
	36
	15(41.66)
	10.35(2.136-50.216)
	0.004*

	
	>10
	42
	12(28.57)
	5.80(1.192-28.202)
	0.029*

	Farm system


	Extensive
	31
	1(3.22)
	Ref
	

	
	Intensive
	64
	24(37.5)
	18(2.304-140.611)
	0.006*

	
	Semi extensive
	14
	4(28.57)
	12(1.196-120.316)
	0.035*

	Management status
	Good
	27
	2(7.40)
	Ref
	

	
	Poor
	29
	10(34.48)
	6.58(1.288-33.617)
	0.024*

	
	Medium
	53
	17(32.07)
	5.90(1.251-27.851)
	0.025*

	Type of house
	Open
	34
	4(11.76)
	Ref
	

	
	Closed
	75
	25(33.33)
	3.75(1.189-11.824)
	0.024*

	Mix their cattle with
other cattle
	No
	78
	24(30.76)
	Ref
	

	
	Yes
	31
	5(16.12)
	0.43(0.148-1.262)
	0.125

	Respiratory problem
	No
	58
	10(17.24)
	Ref
	

	
	Yes
	51
	19(37.25)
	2.85(1.174-6.917)
	0.021*

	Ventilation
	Good
	26
	6(23.07)
	Ref
	

	
	Medium
	48
	7(14.58)
	0.56(0.168-1.916)
	0.363

	
	Poor
	35
	16(45.71)
	2.80(0.907-8.680)
	0.073

	Sanitations
	Good
	27
	5(18.51)
	Ref
	

	
	Medium
	42
	6(14.29)
	0.73(0.199-2.690)
	0.640

	
	Poor
	40
	18(45)
	3.60(1.135-11.411)
	0.030*

	Share the same house
with their animals
	No
Yes
	76
33
	21(27.63)
8(24.24)

	Ref 
0.83(0.356-2.148)
	
0.713

	Wild animal
	No
	70
	11(15.71)
	Ref 
	

	
	Yes
	39
	18(46.15)
	4.60(1.868-11.312)
	0.001*


* = statistically significant (< 0.05),   Ref = Reference group







Table 3: Univariate and multivariate logistic regression analyses of factors associated with bovine tuberculin positivity in cattle.
	Risk factor
	Categories
	No. animals
	COR
	P-value
	AOR
	P-value

	
	
	Examined
	Positive (%)
	
	
	
	

	Study Site
	Shire
	139
	14(10.7)
	Ref 
	
	
	

	
	T/keraro
	243
	25(10.28)
	10.02(0.513-2.041)
	0.946
	0.73(0.172-3.092)
	0.671

	Sex
	Male
	123
	9(7.32)
	Ref
	Ref
	-
	-

	
	Female
	259
	30(10.58)
	1.659(0.762-3.612)
	0.202
	-
	-

	Age
	<2
	97
	9(9.27)
	Ref
	
	
	

	
	2<x<4
	124
	75.(65()
	0.58(0.209-1.631)
	0.306
	0.23(0.033-1.606)
	0.139

	
	4<x<7
	132
	14(10.61)
	1.16(0.480-2.801)
	0.741
	0.67(0.107-4.159)
	0.667

	
	>7
	29
	9(31.03)
	4.4(1.549-12.495)
	0.005*
	0.88(0.083-9.231)
	0.915

	Breed
	Local
	176
	11(6.25)
	Ref
	
	
	

	
	Cross
	206
	28(13.60)
	2.36(1.138-4.890)
	0.021*
	18.41(1.912-195.833)
	0.002*

	BCS
	Good
	89
	1(1.12)
	Ref
	
	
	

	
	Poor
	77
	16(20.78)
	23.08(2.981-178.672)
	0.003*
	84.62(5.941-1205.416)
	0.001*

	
	Medium
	216
	22(10.19)
	9.98(1.324-75.211)
	0.026*
	23.06(2.250-236.332)
	0.008*

	Pregnancy
	Not Pregnant
	99
	4(4.04)
	Ref
	
	
	

	
	Pregnant
	162
	25(15.43)
	4.33(1.461-12.857)
	0.008*
	14.86(2.341-94.370)
	0.004*

	Lactation
	Not Lactating
	151
	11(7.28)
	Ref
	
	
	

	
	Lactating
	110
	18(16.36)
	2.49(1.125-5.514))
	0.024*
	5.20(1.451-18.626)
	0.011*

	Parity class
	Heifer
	60
	4(6.67)
	Ref
	
	
	

	
	Pairty 1-3
	136
	15(11.03)
	1.74(0.550-5.467)
	0.346
	1.53(0.244-9.576)
	0.648

	
	Pairty>=4
	64
	9(14.06)
	2.29(0.666-7.878)
	0.188
	1.89(0.224-15.854)
	0.559

	Herd size
	1 -5
	107
	3(2.80)
	Ref
	
	
	

	
	6-10
	120
	19(7.5)
	6.52(1.872-22.717)
	0.003*
	7.51(0.578-97.680)
	0.123

	
	>10
	155
	17(10.97)
	4.27(1.219-14.957)
	0.023*
	24.52(1.837-327.411)
	0.016*

	Farm system
	Extensive
	120
	2(1.67)
	
	
	
	

	
	Intensive
	206
	31(32.98)
	10.45(2.454-44.504)
	0.002*
	16.17(0.286-916.176)
	0.026

	
	Semi extensive
	56
	6(10.71)
	7.08(1.381-36.284)
	0.019*
	19.46(1.164-325.246)
	0.039*

	Management status
	Good
	88
	2(2.27)
	Ref
	
	
	

	
	Poor
	94
	13(13.83)
	6.09(1.335-27.734)
	0.020*
	20.639(1.488-286.103)
	0.024*

	
	Medium
	161
	24(14.91)
	6.56(1.514-28.404)
	0.120
	19.37(1.905-196.833)
	0.012*


* = statistically significant (< 0.05),   Ref = Reference group






Table 4: Knowledge of cattle owners regarding BTB, its zoonotic importance, and routes of transmission (n = 109)
	
Knowledge Indicator 
	Number interviewed (n)
	Owners’ Aware, n (%)
	Owners’ Not Aware, n (%)

	BTB can affect cattle
	109
	21 (19.27)
	88 (80.73)

	BTB is a zoonotic disease
	109
	19 (17.43)
	90 (82.57)

	Raw/unpasteurized milk can transmit M. bovis
	109
	21 (19.27)
	88 (80.73)

	Consumption of contaminated meat can transmit M. bovis
	109
	12 (11.00)
	97 (89.00)

	BTB can be transmitted through cough aerosols
	109
	22 (20.18)
	87 (79.82

	Close contact with infected animals can facilitate BTB transmission
	109
	11 (10.09)
	98 (89.91)




[bookmark: _Toc43307788][bookmark: _Toc47060427]Table 5: Risky practices and husbandry habits of respondents that may contribute to BTB transmission (n = 109).
	
Habit/practice assessed                                 
	Number Interviewed (n)
	Respondents Practicing the
Habit, n (%)

	Consumption of raw milk
	109
	51 (46.79)

	Consumption of raw meat
	109
	46 (42.20)

	Yogurt consumption habit
	109
	105 (96.3%)

	Sharing the same house/living with their animals
	109
	33 (30.28)

	Mixing cattle with other animals
	109
	31 (28.44)





Table 6: Distribution of raw milk and raw meat consumption practices among tuberculosis lymphadenitis (TBLA) patients by socio-demographic characteristics (n = 29).
	Demography factors 
	Categories 
	Number of respondents 
	Habit of raw milk (%)
	p-value
	 Habit of raw meat (%)
	p-value

	Age (years)
	18-28
	8
	6(75)
	0.091
	3(37.5)
	0.840

	
	29-39
	8
	5(62.5)
	
	2(25)
	

	
	40-50
	12
	3(25)
	
	3(25)
	

	
	>=50
	1
	-
	
	-
	

	Sex
	Male 
	6
	4(66.6)
	
	1(16.66)
	

	
	Female
	23
	10(43.47)
	0.311
	7 (30.43)
	0.502

	Educational status 
	Illiterate
	8
	3(66.6)
	
	4(50)
	

	
	Read and write only
	6
	4(66.6)
	
	-
	

	
	Primary(1-6)
	6
	4(66.6)
	
	2(33.3)
	

	
	Secondary and above
	9
	3(33.3)
	0.423
	2(22.22)
	0.210
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