>

gene cluster

cellstate orig.ident cellstate orig.ident & Actates-ccw-car
10 . 104 . T - 10+ ® Cycling
N ~ o~ <. @ ‘ ® ECM-CAF
I , | -~ } N, 04 “" L N 0- 4‘ ® EMT-like
o ? . Q) . ) %) ® Endothelial 1
; 01. - E 01,9 v. é - é - ® iCAF
. .. _ ] . _ ] . ® Luminal
% Y % Y % 10 o % 10 = Luminal-IFN
= -10 4 . £-101 N = e ® Macrophages
S - ® 5 ‘;'J. o =} -20 4 o} —20- Papillary=luminal
- - T T T - T - Pericyte !
-10-5 0 5 10 15 -10-5 0 5 10 15 -10-5 0 5 -10-5 0 5 Sehwann-iike
umapHVG_1 umapHVG_1 umapRAS_1 umapRAS_1 T_cells_NKhigh
Unknown_12
C B Unknown_13
|RF9(+) ® human-Res
0.20 A human-Res ® human-Sen
human-Sen
human—-Res
0.15 10 .
> ~N “ _
2 %I 0 “ SR
g 0.10 A . £ ‘ ©
L 9q ? = 5-10 %> _ a X
0.05 1
-10 0 10
umap_1
000 A T T T T T T T T T T T T T T human_sen
< e O K w2 N X > o
/o?“ OQ}\ \\C}\Q /o?“ &,\%‘ ,\\,z}/ \?‘ {‘Q\Q’b \,\Q Q,bq’z’ o 10 o«
O“ N O@ <<§§ <@ SO _\Q’o S N | - * ;_U
< <& ,§>° &S Q g I . .
& & AN ®© B Bl

\\'?}z‘ Q(DQ S 0

& , 5-10 =+
Identity .

D -10 0 10
KEGG_PPAR_SIGNALING_PATHWAY4 O umap_1
KEGG_MTOR_SIGNALING_PATHWAY (e) human-Res
KEGG_MAPK_SIGNALING_PATHWAY O Count 10 . 3

KEGG_WNT_SIGNALING_PATHWAYA O ° 3 N| * * Im
KEGG_TGF_BETA_SIGNALING_PATHWAY o) 0O s % 0 "‘-.! 5
KEGG_GLYOXYLATE_AND_DICARBOXYLATE_METABOLISM ° 8 ; g_ 10 > g
KEGG_ONE_CARBON_POOL_BY_FOLATE- ° O A
KEGG_OOCYTE_MEIOSISH o 0 10 0 70
KEGG_CELL_CYCLE-
T ® -log10(p.adjust) umap_1
KEGG_DNA_REPLICATION- (e}
KEGG_CHEMOKINE_SIGNALING_PATHWAY @) O I 5 human-Sen
KEGG_ADIPOCYTOKINE_SIGNALING_PATHWAY- e} 4 10 —
KEGG_VASCULAR_SMOOTH_MUSCLE_CONTRACTION O N hd 3
6 5 GELL RECEPTOR, SONA . ! S A
KEGG_B_CELL_RECEPTOR_SIGNALING_PATHWAYA @) 2 % 0 < B °'5
KEGG_LEUKOCYTE_TRANSENDOTHELIAL_MIGRATIONA @) g 10 » g
- )
KEGG_NATURAL_KILLER_CELL_MEDIATED_CYTOTOXICITY4 O -&
M1 M13M19 M2 M24 M27 M28 M7 T P



