Additional files
Additional file 1: Additional file 1.docx
Title: List of R packages used in the development of the IndepMR Shiny application
Description: This file lists all R packages loaded and used within the IndepMR. Shiny application source code (global.R and all R/ module scripts), together with the functional category of each package and a brief description of its role in the application.
Additional file 2: Additional file 2.docx
Title: Ancestry term normalization and hierarchical grouping
Description: This file shows the hierarchical structure used to normalize and group raw ancestry/population descriptors into broad continental categories, defined subgroups, and remaining unclassified terms, as implemented in the ancestry compatibility screening component of IndepMR.
fao


23

