Supplementary Data
Supplementary Figure 1. Expression of major SMAD proteins in the canonical TGFβ1 signalling pathway with SARA expression modulation. Protein expression of SMAD7, and total or phosphorylated SMAD2/3 in LX-2 cells that were transfected with (A) either control (si-NS) or SARA-siRNA (si-SARA) for 72 hours followed by TGFβ1 treatment (10 ng/ml) for 4 hr (n=2) or (B) plasmid expressing human SARA (0 or 50ng) for 48 hours (n=3). Representative blots are shown.
Supplementary Figure 2. Loss of Sara in murine HSCs leads to increased expression of other ECM remodelling markers. mRNA expression of Col3a1 (A) and Mmp2 (B) were measured in the livers of HSC-specific Sara knockout mice (Lrat-Cre+/-/Saraf/f) and littermate controls (Lrat-Cre-/-/Saraf/f) treated with or without TAA supplemented drinking water (300 mg/L) for 6 (left; n=7-9) or 12 (right; n=7-11) weeks. The data was normalized to the average of the control group, and presented as mean +/- SEM. P-values were calculated using two-way ANOVA with Fisher’s LSD post-hoc correction; * indicates a P-value of <0.05, **- P<0.01, ***- P<0.001, and ****- P<0.0001.
Supplementary Figure 3. Loss of Sara in murine HSCs leads to increased expression of stellate cell activation markers. mRNA expression of Ctgf (A), Cygb (B), and Pparg (C) were measured in the livers of HSC-specific Sara knockout mice (Lrat-Cre+/-/Saraf/f) and littermate controls (Lrat-Cre-/-/Saraf/f) treated with or without TAA supplemented drinking water (300 mg/L) for 6 (left; n=7-9) or 12 (right; n=7-11) weeks. The data was normalized to the average of the control group and presented as mean +/- SEM. P-values were calculated using two-way ANOVA with Fisher’s LSD post-hoc correction; * indicates a P-value of <0.05, **- P<0.01, and ****- P<0.0001.


