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Supplementary information description:
Supplementary figure 1: Quality control of proteomics data (Homogenate)

Contains PCA plots showing the distribution of the Homogenates analysed based on PC1 and
PC2 and volcano plots reflecting the total number of proteins detected in the Homogenates and
the number of proteins showing a significant negative and positive log fold change of
expression in each of the comparisons of interest.

Supplementary figure 2: Quality control of proteomics data (Synaptic fraction)

Contains PCA plots showing the distribution of the Synaptic fractions analysed based on PC1
and PC2 and volcano plots reflecting the total number of proteins detected in the Synaptic
fractions and the number of proteins showing a significant negative and positive log fold
change of expression in each of the comparisons of interest.


mailto:tobias.boeckers@uni-ulm.de

-Logio padj

~Logyp padj

Homogenates

PCA2 ( 18.3%)

WT_22m_vs WT_4m

DE rasults based on ajusted p-valuss.

.20

Supplementary Figure 1: Quality control of proteomics data
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Supplementary Figure 2 : Quality control of proteomics data
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