Table S4. The binding sequences of SOX2 mRNA with PCBP1
	Sequence Position
	Motif
	K-mer
	Z-score
	P-value

	272
	agcccc
	uucccc
	2.411
	7.95E-03

	273
	agcccc
	uccccc
	2.356
	9.24E-03

	309
	agcccc
	agcccu
	2.922
	1.74E-03

	325
	agcccc
	cacccc
	3.1
	9.68E-04

	326
	agcccc
	accccc
	3.067
	1.08E-03

	329
	ccwwhcc
	cccgccc
	2.883
	1.97E-03

	331
	agcccc
	cgcccg
	3
	1.35E-03

	337
	ccwwhcc
	ccucccc
	3.26
	5.57E-04

	338
	agcccc
	cucccc
	3.122
	8.98E-04

	340
	ccwwhcc
	ccccucc
	3.078
	1.04E-03

	348
	ccwwhcc
	ccucucc
	3.351
	4.03E-04

	351
	agcccc
	cucccc
	3.222
	6.37E-04

	352
	agcccc
	uccccc
	3.122
	8.98E-04

	353
	agcccc
	cccccc
	3.122
	8.98E-04

	356
	ccwwhcc
	cccgccc
	2.883
	1.97E-03

	358
	agcccc
	cgcccg
	3.089
	1.00E-03

	366
	agcccc
	ggcccc
	3.3
	4.83E-04

	367
	agcccc
	gccccc
	2.989
	1.40E-03

	368
	agcccc
	cccccc
	3.1
	9.68E-04

	376
	agcccc
	aguccc
	2.778
	2.73E-03

	417
	agcccc
	ggcccg
	2.322
	1.01E-02

	430
	agcccc
	cgcccg
	2.189
	1.43E-02

	545
	agcccc
	agcccg
	1.889
	2.94E-02

	564
	agcccc
	ggccca
	2.4
	8.20E-03

	613
	agcccc
	ggccca
	2.611
	4.51E-03

	623
	agcccc
	aacccc
	2.478
	6.61E-03

	749
	agcccc
	cacccg
	2.144
	1.60E-02

	768
	agcccc
	ggcccc
	2.478
	6.61E-03

	816
	agcccc
	ugcccg
	2.711
	3.35E-03

	832
	agcccc
	ggcccc
	2.9
	1.87E-03

	833
	agcccc
	gccccc
	2.656
	3.95E-03

	974
	agcccc
	uacccg
	1.789
	3.68E-02

	983
	agcccc
	cacccg
	1.789
	3.68E-02

	1020
	agcccc
	agccca
	2.356
	9.24E-03

	1045
	agcccc
	cgcccu
	2.311
	1.04E-02

	1129
	agcccc
	cacccc
	2.189
	1.43E-02

	1185
	ccwwhcc
	ccagccc
	2.286
	1.11E-02

	1187
	agcccc
	agcccc
	3.2
	6.87E-04

	1188
	agcccc
	gccccc
	2.867
	2.07E-03

	1189
	agcccc
	cccccc
	2.944
	1.62E-03

	1204
	ccwwhcc
	cucuucc
	2.623
	4.36E-03

	1210
	agcccc
	cuccca
	2.744
	3.03E-03

	1213
	ccwwhcc
	ccacucc
	2.935
	1.67E-03

	1224
	agcccc  
	cgcccu
	1.678
	4.67E-02

	1226
	ccwwhcc
	cccugcc
	2.883
	1.97E-03

	1231
	ccwwhcc
	ccaggcc
	2.273
	1.15E-02

	1268
	agcccc
	cucccc
	2.233
	1.28E-02

	1290
	agcccc
	aacccg
	2.789
	2.64E-03

	1297
	agcccc
	cgcccc
	3.111
	9.32E-04

	1298
	agcccc
	gccccc
	2.833
	2.31E-03

	1337
	agcccc
	ggcccg
	2.356
	9.24E-03

	1344
	agcccc
	ugcccg
	1.811
	3.51E-02

	1566
	ccwwhcc
	ccaaucc
	2.948
	1.60E-03

	1567
	ccwwhcc
	caauccc
	2.468
	6.79E-03

	1571
	ccwwhcc
	cccaucc
	3.078
	1.04E-03

	2219
	ccwwhcc
	acuuucc
	1.922
	2.73E-02

	2324
	agcccc
	uucccc
	2.511
	6.02E-03

	2325
	agcccc
	uccccc
	2.456
	7.02E-03

	2326
	agcccc
	cccccc
	2.456
	7.02E-03



