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Figure S1: Association of SVA_67 genotype with expression of MAPT isoforms using the NYGC ALS cohort. Three different genotypes (AA, PA, PP) were analysed.
Wilcoxon test was used to demonstrate statistical significance indicated as asterisks. *P <= 0.05, **P <= 0.01, ***P <= 0.001, ****P <= 0.0001, ns > 0.05.
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Figure S2: Association of SVA_67 genotype with expression of MAPT isoforms using the PPMI cohort. Three different genotypes (AA, PA, PP) were analysed.
Wilcoxon test was used to demonstrate statistical significance indicated as asterisks. *P <= 0.05, **P <= 0.01, ***P <= 0.001, ****P <= 0.0001, ns > 0.05.
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ARL17A-202 ARL17A-203
* s
T 1 r 1
i e
T 1 T 1
* 100.0 - *
T 1 T 1 -
3,000 - '
[}
E €
3 =
=] =]
© 1,000 - ,——| 2 10.0-
I
300 - . H s
-
.
s 1.0- ;
' ' ' . ' '
A PA PP AR PA PP
n=92 n =800 n= 1390 n=80 n=702 n = 1086
SVA_67 SVA_67
ARL17A-202 ARL17A-203 ARL17A-206
. wn -
3,000~ I 1 1 T 1
ns
I 1 T 1 T 1
300- L
I 1 | 1000~ 1 I 1
1,000~ : 1
| |
- 3 4 10.0-
5 5 5
8 8 8
2004 100- ‘
30 i
| |
100~
10 w
" PA PP "M PA PP " PA PP
n=23 n=259 n=671 n=19 n=231 n=631 n=21 n=211 n=496
SVA_67 SVA_67 SVA_67

Figure S4: Association of SVA_67 genotype with expression of ARL17A isoforms using the PPMI (a) and NYGC ALS cohort (b). Three different genotypes (AA, PA, PP)
were analysed.Wilcoxon test was used to demonstrate statistical significance indicated as asterisks. *P <= 0.05, **P <= 0.01, ***P <= 0.001, ****P <= 0.0001, ns > 0.05.



CRHR1-201

ns
300.0- f !
ns
T 1
ns
1
100.0- T
£ 200-
; |
8
10.0-
30- ‘
" PA PP
n=13 n=100 n=250
SVA_67
CRHR1-204
ns
T 1
ns
300.0- T ]
ns
1
100.0-
£ a00-
3
8
30-
A PA PP
n=2 n=25 n=74
SVA_67
CRHR1-209
ns
T 1
ns
100 |
ns
]
3
€
3
304 ‘
T |
1.0-
M PA PP
n=4 n=29 n=71

SVA_BT

Figure S5: Caption next page.

CRHR1-202

ns
T 1
1,000-
T 1
ns
1
100- ‘
t
3
3
10-
.
.
. 1
" PA PP
n=14 n=180 n=479
SVA_67
CRHR1-205
T 1
1000~
T 1
ns
1
300-
= !
3
8
10.0-
20-
" PA PP
n=s n=4 n=73
SVA_67
CRHR1-210
ns
T
100 f
ns
T ! -
H
.
h=
3
© 30-
10-
" PA PP
n=9 n=5s n=143
SVA 67

count

count

CRHR1-203

ns
I ]
1,000~ x
I ! .
100- ‘
10 ‘
H
A PA PP
n=19 n=131 n=488
SVA_67
CRHR1-208
T 1
ns
T 1
30.0 ns
]
| ‘
‘g 100-
3
8
30- ‘
M PA PP
n=9 n=23 n=8
SVA_67
CRHR1-211
1000- I
.
T
.
]
.
100
10-
" PA PP
n=15 n=170 n=500
SVA_B7



count

CRHR1-212 CRHR1-213 CRHR1-214

ns
; = . 1,000-

100.0- ns

ns

AR
n=18

s

=
s
] F]
e = 7
£

"
count
count

PP A PA PP m PA PP
n= n= = n=21 n=187 n=441
SVA_67

SVA_B7 SVA_BT

Figure S5: Association of SVA_67 genotype with expression of CRHRT isoforms using the NYGC ALS cohort. Three different genotypes (AA, PA, PP) were analysed.
Wilcoxon test was used to demonstrate statistical significance indicated as asterisks. *P <= 0.05, **P <= 0.01, ***P <= 0.001, ****P <= 0.0001, ns > 0.05.
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Figure S6: Association of SVA_67 genotype with expression of CRHRT isoforms using the PPMI cohort. Wilcoxon test was used to demonstrate statistical
significance indicated as asterisks. *P <= 0.05, **P <= 0.01, ***P <= 0.001, ****P <= 0.0001, ns > 0.05.
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Figure S7: Association of SVA_67 genotype with expression of PLEKHM1 isoforms using the NYGC ALS cohort. Three different genotypes (AA, PA, PP) were analysed.

Wilcoxon test was used to demonstrate statistical significance indicated as asterisks. *P <= 0.05, **P <= 0.01, ***P <= 0.001, ****P <= 0.0001, ns > 0.05.
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Figure S9: Association of SVA_67 genotype with expression of KANSL1 isoforms using the NYGC ALS cohort. Three different genotypes (AA, PA, PP) were analysed.
Wilcoxon test was used to demonstrate statistical significance indicated as asterisks. *P <= 0.05, **P <= 0.01, ***P <= 0.001, ****P <= 0.0001, ns > 0.05.



KANSL1-201 KANSL1-203

KANSL1-205
e ns o e
: ! r ] 10,000~ T |
e o .
—_— 300.0- ———————— —
i ns ns
1,000~ T ! ' .
. 100.0- . - i
-
1 3,000~
4 L s
£ § 30.0 . § §
9 o [ ] o ]
™ E l- I | [ ]
10.0- 1,000 - l
:| :
3.0- ‘ .
.
10- -+ ] ‘
¥ PA Bp PA PP PA PP
n=92 n=793 n=1384 n=19 n =264 n =504 n=92 n =800 n= 1380
SVA_67 SVA_67 SVA_67
KANSL1-208 KANSL1-209 KANSL1-211
E anan ank
| ! ! ! 10,000.0- : !
“ oo .
1 1
1,000 -
ns i ns
i 1 —
1,000~ L)
1,0000-
, E _E |
3 3 300- EE 3 1000-
(5] (&} (4]
100- — |
100~
i 100 s
. |
°
10~ T 1.0
V | ' ! 4 ! i !
AA PA PP PA PP PA PP
n= 84 n=760 n=1324 n=02 n=800 n=1390 n=66 n=632 n=1185
SVA_67 SVA_B7 SVA_6&7

KANSL1-214
30.0-

wenn

10.0 L]
[ ]
.
1
&
c
=
2
[¥]
3.0-
1.0~
! )
PA PP
n=76 n =606 n=737
SVA_67

Figure S10: Association of SVA_67 genotype with expression of KANSL1 isoforms using the PPMI cohort. Three different genotypes (AA, PA, PP) were analysed.

Wilcoxon test was used to demonstrate statistical significance indicated as asterisks. *P <= 0.05, **P <= 0.01, ***P <= 0.001, ****P <= 0.0001, ns > 0.05.



